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<400 
tgtcagaggg 
ctgcacccct 
accctgcctg 
ctgttcctga 
ctctccttga 
aacctgcggc 
ttctcttgcc 
ctgaacctga 
ctgagcctga 
agcctgcgcg 
gtgaaggtga 
tataacaacc 
tcctataacc 
gtacttgatg 
tgtggccaaa 
ggcctggtgc 



> 1 
agcctcggga 
tgtccctcct 
ccttcctacc 
agtctgtacc 
tctccaaccg 
agctgaacct 
acatgaccat 
gctataatgg 
gccacaccaa 
ttctcttcat 
ccccaggcgc 
tcacaaaggt 
tcattgtcaa 
tgggtgggaa 
agtccctcca 
tgaaggacag 



gaatcctcca 
ggtacaggct 
ctgtgagctg 
ccgtttctct 
tatccaccac 
caagtggaac 
tgagcccaga 
tatcaccact 
catcctggtt 
ggacgggaac 
cctcctgggc 
gccccgccaa 
gctggggcct 
ttgccgtcgc 
cctgcaccct 
ctctctccat 



tctcccaaca 
gcagtgctgg 
aagcctcatg 
gcggcagcat 
ctgcacaact 
tgtccaccca 
accttcctgg 
gtgccccgac 
ctagatgcta 
tgctactaca 
ctgagcaatc 
ctgcccccca 
gaagacctgg 
tgcgaccatg 
gagaccttcc 
acactgaact 



tggttctccg 
ctgagactct 
gcctggtgga 
cctgctce'aa 
ccgacttcgt 
ctggccttag 
ctatgcgtac 
tgcccagctc 
acagcctcgc 
agaacccctg 
tcacccatct 
gcctggagta 
ccaatctgac 
cccccaatcc 
atcacctgag 
cttcctggtt 



tcgaaggact 
ggccctgggt 
ctgcaattgg 
catcacccgc 
ccacctgtcc 
ccccctgcac 
actggaggag 
cctggtgaat 
cggcctatac 
cacaggagcg 
gtctctgaag 
cctcctggtg 
ctcccttcga 
ctgtatagaa 
ccatctggaa 
ccaaggtctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 



65 

Ser Asp Phe Val 

Asn Cys Pro Pro 
100 

Thr lie Glu Pro 
115 

Asn Leu Ser Tyr 
130 

Leu Val Asn Leu 
145 

Asn Ser Leu Ala 

Asn Cys Tyr Tyr 
180 

Gly Ala Leu Leu 
195 

Asn Asn Leu Thr 
210 

Leu Leu Val Ser 
225 

Ala Asn Leu Thr 

Arg Cys Asp His 
260 

Leu His Leu His 
275 

Leu Val Leu Lys 
290 

Gin Gly Leu Val 
305 

Tyr Glu Ser lie 

Arg Lys Leu Asn 
340 

Arg Leu His Leu 
355 

Leu Asn Met Asn 
370 

Arg Trp Leu Ala 
385 

Asn Phe lie Asn 

Leu Arg Phe Val 
420 

Leu Ser Glu Ala 
435 

Leu Leu Ser Ala 
450 

Lys Asn Phe Met 
465 

Ser Arg Asn Asn 

Ser Arg Leu Gin 
500 

Val Asn Gly Ser 
515 

Leu Ser His Asn 
530 



70 

His Leu Ser Asn 
85 

Thr Gly Leu Ser 

Arg Thr Phe Leu 
120 

Asn Gly lie Thr 
135 

Ser Leu Ser His 
150 

Gly Leu Tyr Ser 
165 

Lys Asn Pro Cys 

Gly Leu Ser Asn 
200 

Lys Val Pro Arg 
215 

Tyr Asn Leu lie 
230 

Ser Leu Arg Val 
245 

Ala Pro Asn Pro 

Pro Glu Thr Phe 
280 

Asp Ser Ser Leu 
295 

Asn Leu Ser Val 
310 

Asn His Thr Asn 
325 

Leu Ser Phe Asn 

Ala Ser Ser Phe 
360 

Gly lie Phe Phe 
375 

Asp Leu Pro Lys 
390 

Gin Ala Gin Leu 
405 

Asp Leu Ser Asp 

Thr Pro Glu Glu 
440 

Asp Pro His Pro 
455 

Asp Arg Cys Lys 
470 

Leu Val Thr lie 
485 

Cys Leu Ser Leu 

Gin Phe Leu Pro 
520 

Lys Leu Asp Leu 
535 



75 

Leu Arg Gin Leu 
90 

Pro Leu His Phe 
105 

Ala Met Arg Thr 

Thr Val Pro Arg 
140 

Thr Asn lie Leu 
155 

Leu Arg Val Leu 
170 

Thr Gly Ala Val 
185 

Leu Thr His Leu 

Gin Leu Pro Pro 
220 

Val Lys Leu Gly 
235 

Leu Asp Val Gly 
250 

Cys lie Glu Cys 
265 

His His Leu Ser 

His Thr Leu Asn 
300 

Leu Asp Leu Ser 
315 

Ala Phe Gin Asn 
330 

Tyr Arg Lys Lys 
345 

Lys Asn Leu Val 

Arg Ser Leu Asn 
380 

Leu His Thr Leu 
395 

Ser lie Phe Gly 
410 

Asn Arg lie Ser 
425 

Ala Asp Asp Ala 

Ala Pro Leu Ser 
460 

Asn Phe Lys Phe 
475 

Lys Pro Glu Met 
490 

Ser His Asn Ser 
505 

Leu Thr Asn Leu 

Tyr Hi s Trp Lys 
540 



80 

Asn Leu Lys Trp 
95 

Ser Cys His Met 
110 

Leu Glu Glu Leu 
125 

Leu Pro Ser Ser 

Val Leu Asp Ala 
160 

Phe Met Asp Gly 
175 

Lys Val Thr Pro 
190 

Ser Leu Lys Tyr 
205 

Ser Leu Glu Tyr 

Pro Glu Asp Leu 
240 

Gly Asn Cys Arg 
255 

Gly Gin Lys Ser 
270 

His Leu Glu Gly 
285 

Ser Ser Trp Phe 

Glu Asn Phe Leu 
320 

Leu Thr Arg Leu 
335 

Val Ser Phe Ala 
350 

Ser Leu Gin Glu 
365 

Lys Tyr Thr Leu 

His Leu Gin Met 
400 

Thr Phe Arg Ala 
415 

Gly Pro Ser Thr 
430 

Glu Gin Glu Glu 
445 

Thr Pro Ala Ser 

Thr Met Asp Leu 
480 

Phe Val Asn Leu 
495 

lie Ala Gin Ala 
510 

Gin Val Leu Asp 
525 

Ser Phe Ser Glu 



Leu Pro Gin Leu 
545 

Ser Met Lys Gly 

Met Leu His Ser 
580 

Ser Ser His Leu 
595 

Asn Gly Met Gly 
610 

Phe Gin Gly Leu 
625 

Leu His lie Leu 

Lys Leu Leu Ser 
660 

Ser Leu Ser Phe 
675 

Gin Leu Lys Ala 
690 

Gin Lys Leu Asp 
705 

Phe Phe Ala Leu 

He Leu Lys Thr 
740 

Leu Thr Val Leu 
755 

Ala Ala Phe Val 
770 

Leu Ala Asn Gly 
785 

Ser He Phe Ala 

Trp Asp Cys Phe 
820 

Val Pro lie Leu 
835 

His Leu Cys Leu 
850 

Ala Gin Ala Leu 
865 

Ser Ala Val Ala 

Glu Arg Arg Gly 
900 

Trp Leu Pro Gly 
915 

Gly Ser Arg Lys 
930 

Gly Leu Leu Arg 
945 

Asp Arg Lys Asp 

Arg Ser Arg Tyr 
980 

Leu Phe Trp Pro 
995 

Leu Ser Thr Ala 



Gin Ala Leu Asp 
550 

He Gly His Asn 
565 

Leu Ser Leu Ala 

Asn Ser Asn Ser 
600 

Arg Met Trp Asp 
615 

Ser Gly Leu Leu 
630 

Arg Pro Gin Asn 
645 

Leu Arg Asp Asn 

Leu Pro Asn Leu 
680 

Leu Thr Asn Gly 
695 

Val Ser Ser Asn 
710 

Ala Val Glu Leu 
725 

Val Asp Arg Ser 

Asp Val Arg Ser 
760 

Asp Leu Leu Leu 
775 

Val Lys Cys Gly 
790 

Gin Asp Leu Arg 
805 

Gly Leu Ser Leu 

His His Leu Cys 
840 

Ala Trp Leu Pro 
855 

Pro Tyr Asp Ala 
870 

Asp Trp Val Tyr 
885 

Arg Arg Ala Leu 

Gin Thr Leu Phe 
920 

Thr Leu Phe Val 
935 

Thr Ser Phe Leu 
950 

Val Val Val Leu 
965 

Val Arg Leu Arg 

Gin Gin Pro Asn 
100< 

Leu Thr Arg Asp 



Leu Ser Tyr Asn 
555 

Phe Ser Phe Val 
570 

His Asn Asp He 
585 

Val Arg Phe Leu 

Glu Gly Gly Leu 
620 

Lys Leu Asp Leu 
635 

Leu Asp Asn Leu 

650 - 
Tyr Leu Ser Phe 
665 

Glu Val Leu Asp 

Thr Leu Pro Asn 
700 

Ser He Val Ser 
715 

Lys Glu Val Asn 
730 

Trp Phe Gly Pro 
745 

Asn Pro Leu His 

Glu Val Gin Thr 
780 

Ser Pro Gly Gin 
795 

Leu Cys Leu Asp 
810 

Leu Ala Val Ala 
825 

Gly Trp Asp Val 

Leu Leu Ala Arg 
860 

Phe Val Val Phe 
875 

Asn Glu Leu Arg 
890 

Arg Leu Cys Leu 
905 

Glu Asn Leu Trp 

Leu Ala His Thr 
940 

Leu Ala Gin Gin 
955 

Val He Leu Arg 
970 

Gin Arg Leu Cys 
985 

Gly Gin Gly Gly 

) 

Asn Arg His Phe 



Ser Gin Pro Phe 
560 

Ala His Leu Ser 
575 

His Thr Arg Val 
590 

Asp Phe Ser Gly 
605 

Tyr Leu His Phe 

Ser Gin Asn Asn 
640 

Pro Lys Ser Leu 
655 

Phe Asn Trp Thr 
670 

Leu Ala Gly Asn 
685 

Gly Thr Leu Leu 

Val Val Pro Ala 
720 

Leu Ser His Asn 
735 

He Val Met Asn 
750 

Cys Ala Cys Gly 
765 

Lys Val Pro Gly 

Leu Gin Gly Arg 
800 

Glu Val Leu Ser 
815 

Val Gly Met Val 
830 

Trp Tyr Cys Phe 
845 

Ser Arg Arg Ser 

Asp Lys Ala Gin 
880 

Val Arg Leu Glu 
895 

Glu Asp Arg Asp 
910 

Ala Ser He Tyr 
925 

Asp Arg Val Ser 

Arg Leu Leu Glu 
960 

Pro Asp Ala His 
975 

Arg Gin Ser Val 
990 

Phe Trp Ala Gin 
1005 

Tyr Asn Gin Asn 



1010 1015 
Phe Cys Arg Gly Pro Thr Ala Glu 
1025 1030 



1020 



<210> 4 
<211> 3352 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Human TLR9 per GenBank AF245704 



<400> 4 

aggctggtat aaaaatctta cttcctctat tctctgagcc gctgctgccc ctgtgggaag 60 

ggacctcgag tgtgaagcat ccttccctgt agctgctgtc cagtctgccc gccagaccct 120 

ctggagaagc ccctgccccc cagojatgggt ttctgccgca gcgccctgca cccgctgtct 180 

ctcctggtgc aggccatcat gctggccatg accctggccc tgggtacctt gcctgccttc 240 

ctaccctgtg agctccagcc ccacggcctg gtgaactgca actggctgtt cctgaagtct 300 

gtgccccact tctccatggc agcaccccgt ggcaatgtca ccagcctttc cttgtcctcc 360 

aaccgcatcc accacctcca tgattctgac tttgcccacc tgcccagcct gcggcatctc 420 

aacctcaagt ggaactgccc gccggttggc ctcagcccca tgcacttccc ctgccacatg 480 

accatcgagc ccagcacctt cttggctgtg cccaccctgg aagagctaaa cctgagctac 540 

aacaacatca tgactgtgcc tgcgctgccc aaatccctca tatccctgtc cctcagccat 600 

accaacatcc tgatgctaga ctctgccagc ctcgccggcc tgcatgccct gcgcttccta 660 

ttcatggacg gcaactgtta ttacaagaac ccctgcaggc aggcactgga ggtggccccg 720 

ggtgccctcc ttggcctggg caacctcacc cacctgtcac tcaagtacaa caacctcact 780 

gtggtgcccc gcaacctgcc ttccagcctg gagtatctgc tgttgtccta caaccgcatc 840 

gtcaaactgg cgcctgagga cctggccaat ctgaccgccc tgcgtgtgct cgatgtgggc 900 

ggaaattgcc gccgctgcga ccacgctccc aacccctgca tggagtgccc tcgtcacttc 960 

ccccagctac atcccgatac cttcagccac ctgagccgtc ttgaaggcct ggtgttgaag 1020 

gacagttctc tctcctggct gaatgccagt tggttccgtg ggctgggaaa cctccgagtg 1080 

ctggacctga gtgagaactt cctctacaaa tgcatcacta aaaccaaggc cttccagggc 1140 

ctaacacagc tgcgcaagct taacctgtcc ttcaattacc aaaagagggt gtcctttgcc 1200 

cacctgtctc tggccccttc cttcgggagc ctggtcgccc tgaaggagct ggacatgcac 1260 

ggcatcttct tccgctcact cgatgagacc acgctccggc cactggcccg cctgcccatg 132 0 

ctccagactc tgcgtctgca gatgaacttc atcaaccagg cccagctcgg catcttcagg 1380 

gccttccctg gcctgcgcta cgtggacctg tcggacaacc gcatcagcgg agcttcggag 144 0 

ctgacagcca ccatggggga ggcagatgga ggggagaagg tctggctgca gcctggggac 1500 

cttgctccgg ccccagtgga cactcccagc tctgaagact tcaggcccaa ctgcagcacc 1560 

ctcaacttca ccttggatct gtcacggaac aacctggtga ccgtgcagcc ggagatgttt 1620 

gcccagctct cgcacctgca gtgcctgcgc ctgagccaca actgcatctc gcaggcagtc 1680 

aatggctccc agttcctgcc gctgaccggt ctgcaggtgc tagacctgtc ccgcaataag 1740 

ctggacctct accacgagca ctcattcacg gagctaccgc gactggaggc cctggacctc 1800 

agctacaaca gccagccctt tggcatgcag ggcgtgggcc acaacttcag cttcgtggct 1860 

cacctgcgca ccctgcgcca cctcagcctg gcccacaaca acatccacag ccaagtgtcc 1920 

cagcagctct gcagtacgtc gctgcgggcc ctggacttca gcggcaatgc actgggccat 1980 

atgtgggccg agggagacct ctatctgcac ttcttccaag gcctgagcgg tttgatctgg 2040 

ctggacttgt cccagaaccg cctgcacacc ctcctgcccc aaaccctgcg caacctcccc 2100 

aagagcctac aggtgctgcg tctccgtgac aattacctgg ccttctttaa gtggtggagc 2160 

ctccacttcc tgcccaaact ggaagtcctc gacctggcag gaaaccggct gaaggccctg 2220 

accaatggca gcctgcctgc tggcacccgg ctccggaggc tggatgtcag ctgcaacagc 2280 

atcagcttcg tggcccccgg cttcttttcc aaggccaagg agctgcgaga gctcaacctt 2340 

agcgccaacg ccctcaagac agtggaccac tcctggtttg ggcccctggc gagtgccctg 2400 

caaatactag atgtaagcgc caaccctctg cactgcgcct gtggggcggc ctttatggac 2460 

ttcctgctgg aggtgcaggc tgccgtgccc ggtctgccca gccgggtgaa gtgtggcagt 2520 

ccgggccagc tccagggcct cagcatcttt gcacaggacc tgcgcctctg cctggatgag 2580 

gccctctcct gggactgttt cgccctctcg ctgctggctg tggctctggg cctgggtgtg 2640 



- 6 - 



ggagatgt tt 
gcaggcagtc 
ccacaataag 
cctggacctc 
cttcgtggct 
ccaagtgtcc 
actgggccat 
tttgatctgg 
caacctcccc 
gtggtggagc 
gaaggccctg 
ctgcaacagc 
gctcaacctt 
gagtgccctg 
ctttatggac 
gtgtggcagt 
cctggatgag 
cctgggtgtg 
gtgcctggcc 
ctacgatgcc 
cgagcttcgg 
ggaacgcgac 
cagccgcaag 
cagcttcctg 
gatcctgagc 
ccagagtgtc 
gggcatggcc 
cacggccgaa 
tctgcctgcc 
caggcactca 



gcccagctct 
aatggctccc 
ctggacctct 
agctacaaca 
cacctgcgca 
cagcagctct 
atgtgggccg 
ctggacttgt 
aagagcctac 
ctccacttcc 
accaatggca 
atcagcttcg 
agcgccaacg 
caaatactag 
ttcctgctgg 
ccgggccagc 
gccctctcct 
cccatgctgc 
tggcttccct 
ttcgtggtct 
gggcagctgg 
tggctgcctg 
acgctgtttg 
ctggcccagc 
cctgacggcc 
ctcctctggc 
ctgaccaggg 
tagccgtgag 
tggtctgacc 
ataaatgcta 



cgcacctgca 
agttcctgcc 
accacgagca 
gccagccctt 
ccctgcgcca 
gcagtacgtc 
agggagacct 
cccagaaccg 
aggtgctgcg 
tgcccaaact 
gcctgcctgc 
tggcccccgg 
ccctcaagac 
atgtaagcgc 
aggtgcaggc 
tccagggcct 
gggactgttt 
atcacctctg 
ggcgggggcg 
tcgacaaaac 
aggagtgccg 
gcaaaaccct 
tgctggccca 
agcgcctgct 
gccgctcccg 
cccaccagcc 
acaaccacca 
ccggaatcct 
ctcccctgct 
ccgaaggc 



gtgcctgcgc 
gctgaccggt 
ctcattcacg 
tggcatgcag 
cctcagcctg 
gctgcgggcc 
ctatctgcac 
cctgcacacc 
tctccgtgac 
ggaagtcctc 
tggcacccgg 
cttcttttcc 
agtggaccac 
caaccctctg 
tgccgtgccc 
cagcatcttt 
cgccctctcg 
tggctgggac 
gcaaagtggg 
gcagagcgca 
tgggcgctgg 
ctttgagaac 
cacggaccgg 
ggaggaccgc 
ctacgtgcgg 
cagtggtcag 
cttctataac 
gcacggtgcc 
cgcctccctc 



ctgagccaca 
ctgcaggtgc 
gagctaccac 
ggcgtgggcc 
gcccacaaca 
ctggacttca 
ttct tccaag 
ctcctgcccc 
aattacctgg 
gacctggcag 
ctccggaggc 
aaggccaagg 
tcctggtttg 
cactgcgcct 
ggtctgccca 
gcacaggacc 
ctgctggctg 
ctctggtact 
cgagatgagg 
gtggcagact 
gcactccgcc 
ctgtgggcct 
gtcagtggtc 
aaggacgtcg 
ctgcgccagc 
cgcagcttct 
cggaacttct 
acctccacac 
accccacacc 



actgcatctc 
tagacctgtc 
gactggaggc 
acaacttcag 
acatccacag 
gcggcaatgc 
gcctgagcgg 
aaaccctgcg 
ccttctttaa 
gaaaccagct 
tggatgtcag 
agctgcgaga 
ggcccctggc 
gtggggcggc 
gccgggtgaa 
tgcgcctctg 
tggctctggg 
gcttccacct 
atgccctgcc 
gggtgtacaa 
tgtgcctgga 
cggtctatgg 
tcttgcgcgc 
tggtgctggt 
gcctctgccg 
gggcccagct 
gccagggacc 
tcacctcacc 
tgacacagag 



2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3868 



<210> 6 

<211> 1032 

<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Gly 


Phe 


Cys 


Arg 


Ser 


Ala 


Leu 


His 


Pro 


Leu 


Ser 


Leu 


Leu 


Val 


Gin 


1 








5 










10 










15 




Ala 


He 


Met 


Leu 
20 


Ala 


Met 


Thr 


Leu 


Ala 
25 


Leu 


Gly 


Thr 


Leu 


Pro 
30 


Ala 


Phe 


Leu 


Pro 


Cys 
35 


Glu 


Leu 


Gin 


Pro 


His 
40 


Gly 


Leu 


Val 


Asn 


Cys 
45 


Asn 


Trp 


Leu 


Phe 


Leu 
50 


Lys 


Ser 


Val 


Pro 


His 
55 


Phe 


Ser 


Met 


Ala 


Ala 
60 


Pro 


Arg 


Gly 


Asn 


Val 


Thr 


Ser 


Leu 


Ser 


Leu 


Ser 


Ser 


Asn 


Arg 


He 


His 


His 


Leu 


His 


Asp 


65 










70 










75 










80 


Ser 


Asp 


Phe 


Ala 


His 
85 


Leu 


Pro 


Ser 


Leu 


Arg 
90 


His 


Leu 


Asn 


Leu 


Lys 
95 


Trp 


Asn 


Cys 


Pro 


Pro 
100 


Val 


Gly 


Leu 


Ser 


Pro 
105 


Met 


His 


Phe 


Pro 


Cys 
110 


His 


Met 


Thr 


He 


Glu 
115 


Pro 


Ser 


Thr 


Phe 


Leu 
120 


Ala 


Val 


Pro 


Thr 


Leu 
125 


Glu 


Glu 


Leu 


Asn 


Leu 
130 


Ser 


Tyr 


Asn 


Asn 


He 
135 


Met 


Thr 


Val 


Pro 


Ala 
140 


Leu 


Pro 


Lys 


Ser 


Leu 


He 


Ser 


Leu 


Ser 


Leu 


Ser 


His 


Thr 


Asn 


He 


Leu 


Met 


Leu 


Asp 


Ser 


145 










150 










155 










160 


Ala 


Ser 


Leu 


Ala 


Gly 
165 


Leu 


His 


Ala 


Leu 


Arg 
170 


Phe 


Leu 


Phe 


Met 


Asp 
175 


Gly 
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Asn Cys Tyr Tyr 
180 

Gly Ala Leu Leu 
195 

Asn Asn Leu Thr 
210 

Leu Leu Leu Ser 
225 

Ala Asn Leu Thr 

Arg Cys Asp His 
260 

Pro Gin Leu His 
275 

Leu Val Leu Lys 
290 

Arg Gly Leu Gly 
305 

Tyr Lys Cys lie 

Arg Lys Leu Asn 
340 

His Leu Ser Leu 
355 

Leu Asp Met His 
370 

Arg Pro Leu Ala 
385 

Asn Phe lie Asn 

Leu Arg Tyr Val 
420 

Leu Thr Ala Thr 
435 

Gin Pro Gly Asp 
450 

Asp Phe Arg Pro 
465 

Arg Asn Asn Leu 

His Leu Gin Cys 
500 

Asn Gly Ser Gin 
515 

Ser Arg Asn Lys 
530 

Pro Arg Leu Glu 
545 

Met Gin Gly Val 

Leu Arg His Leu 
580 

Gin Gin Leu Cys 
595 

Ala Leu Gly His 
610 

Gin Gly Leu Ser 
625 

His Thr Leu Leu 



Lys Asn Pro Cys 

Gly Leu Gly Asn 
200 

Val Val Pro Arg 
215 

Tyr Asn Arg lie 
230 

Ala Leu Arg Val 
245 

Ala Pro Asn Pro 

Pro Asp Thr Phe 
280 

Asp Ser Ser Leu 
295 

Asn Leu Arg Val 
310 

Thr Lys Thr Lys 
325 

Leu Ser Phe Asn 

Ala Pro Ser Phe 
360 

Gly lie Phe Phe 
375 

Arg Leu Pro Met 
390 

Gin Ala Gin Leu 
405 

Asp Leu Ser Asp 

Met Gly Glu Ala 
440 

Leu Ala Pro Ala 
455 

Asn Cys Ser Thr 
470 

Val Thr Val Gin 
485 

Leu Arg Leu Ser 

Phe Leu Pro Leu 
520 

Leu Asp Leu Tyr 
535 

Ala Leu Asp Leu 
550 

Gly His Asn Phe 
565 

Ser Leu Ala His 

Ser Thr Ser Leu 
600 

Met Trp Ala Glu 
615 

Gly Leu lie Trp 
630 

Pro Gin Thr Leu 



Arg Gin Ala Leu 
185 

Leu Thr His Leu 

Asn Leu Pro Ser 
220 

Val Lys Leu Ala 
235 

Leu Asp Val Gly 
250 

Cys Met Glu Cys 
265 

Ser His Leu Ser 

Ser Trp Leu Asn 
300 

Leu Asp Leu Ser 
315 

Ala Phe Gin Gly 
330 

Tyr Gin Lys Arg 
345 

Gly Ser Leu Val 

Arg Ser Leu Asp 
380 

Leu Gin Thr Leu 
395 

Gly lie Phe Arg 
410 

Asn Arg lie Ser 
425 

Asp Gly Gly Glu 

Pro Val Asp Thr 
460 

Leu Asn Phe Thr 
475 

Pro Glu Met Phe 
490 

His Asn Cys lie 
505 

Thr Gly Leu Gin 

His Glu His Ser 
540 

Ser Tyr Asn Ser 
555 

Ser Phe Val Ala 
570 

Asn Asn lie His 
585 

Arg Ala Leu Asp 

Gly Asp Leu Tyr 
620 

Leu Asp Leu Ser 
635 

Arg Asn Leu Pro 



Glu Val Ala Pro 
190 

Ser Leu Lys Tyr 
205 

Ser Leu Glu Tyr 

Pro Glu Asp Leu 
240 

Gly Asn Cys Arg 
255 

Pro Arg His Phe 
270 

Arg Leu Glu Gly 
285 

Ala Ser Trp Phe 

Glu Asn Phe Leu 
320 

Leu Thr Gin Leu 
335 

Val Ser Phe Ala 
350 

Ala Leu Lys Glu 
365 

Glu Thr Thr Leu 

Arg Leu Gin Met 
400 

Ala Phe Pro Gly 
415 

Gly Ala Ser Glu 
430 

Lys Val Trp Leu 
445 

Pro Ser Ser Glu 

Leu Asp Leu Ser 
480 

Ala Gin Leu Ser 
495 

Ser Gin Ala Val 
510 

Val Leu Asp Leu 
525 

Phe Thr Glu Leu 

Gin Pro Phe Gly 
560 

His Leu Arg Thr 
575 

Ser Gin Val Ser 
590 

Phe Ser Gly Asn 
605 

Leu His Phe Phe 

Gin Asn Arg Leu 
640 

Lys Ser Leu Gin 











(Til C 










£ r n 










o O D 






Leu 


Arg 


Leu 


Arg 


Asp 


a en 


iyir 


T .*5»1 1 

UC U 


Ala 
i-vi d 


4 IIC 


Phe 


Ly s 


lip 


lip 


O C I 








boll 










c: 

o o j 










*7 n 






Leu 


rll S 


Fuc 


Leu 


Pro 


Ly s 


Leu 


Ol u 


Vdl 


Leu 


Asp 


Leu 


Ala 

t\x d 


r?i \/ 


as n 


Arg 






/T -7 c 

o / b 










DtJy 










c q c; 








Leu. 


Ly s 


A ~j -a 
HI Ct 


Leu 


Thr 


As n 


Gly 


Ser 


Leu 


Pro 


Ala 


Gly 


Thr 


At* cr 
rti y 


Leu 


rti y 




c q n 

b y u 










O " D 










inn 










Arg 


Leu 


AS p 


vdl 


Cp>- 
OCi. 


=» 


As n 


Ser 


lie 


Ser 


Phe 


Val 


Ala 


Pro 


Gly 


Phe 


T A c 

/Ob 










/ 1 U 










Tic. 
/ID 










"7 0 n 


7~) Vl ^ 

rile 


Ser* 


Ly s 


Ala 


Ly s 


UlU 


Leu 


Arg 


Ulu 


Leu 


As n 


Leu 


Cpv- 
O Cl 


Ala 


Asn 


Ala 










*7 o 










*7 rt 














Leu 


Ly s 


1 III. 


V cl X 


Asp 


Hi q 


c ^ >- 


irp 


Phe 


Gly 


Pro 


Leu 


Ala 


Ser 


Ala 


Leu 








/ 4 U 




















t ^ n 








l le 


Leu 


Asp 


val 


Ser 


j-\ _L d 


As n 


Pro 


Leu 


ni jd 


L.ys 


Al a 
Hi d 


\_ y i3 


nl vr 
uiy 


Al a 
rt.1 d 






755 










/ D U 










n a c 
/ b b 








A "1 "1 


rfie 


rte u 


Asp 


flic 


Leu 


Leu 


ni 1 1 

VjI U. 


vdl 


LJ 1 11 


rll d 


Al a 
ril d 


Ua 1 
vdl 


Dyp 
riu 


uiy 


T .*»i 1 
UC Ll 




7 7 0 










/ / b 










"7 q n 










Pro 


Cay 

oer 


Arg 


Vai 


Ly s 


Ly b 


PI w 

vj j. y 




DrA 
r L U 


vj i y 


ril n 

will 


Leu 


f^l n 

Olll 


oi y 


Leu 


Q O T~ 


7 85 










*7 Q rt 

/ y u 










/ y b 










ouu 


i i e 


rile 


M.1 d 


bin 


Asp 


Leu 


Arg 


Leu 


Pirn 


Leu 


Asp 


Ol u 


Ala 


Leu 


Ser 


irp 










O A C 

8 0 5 










810 










QIC 

0 1 b 




Asp 


Cys 


fne 


a.i a 


Leu 


Ser 


Leu 


Leu 


Hid 


Val 


Ala 


Leu 


kji y 


Leu 


CL 1 \r 

01 y 


1 

vdl 








82 0 




















q i rt 
O J u 






Pro 


Met 


Leu 


rll S 


rll S 


Leu 


Cys 


oiy 


Trp 


Asp 


Leu 


Trp 


Tyr 


Cys 


irllC 








83 5 










o4 U 










O /I c 

o4 b 








Leu 


Cys 


Leu 


Al a 


Trp 


Leu 


Pro 


Trp 


Arg 


Gly Arg 


Gin 


Ser 


Gly 


A rn 


Asp 




850 










O CZ EZ 
ODD 










O £L rt 










IjIU 


Asp 


A.J. a. 


Leu 


Pro 


Tyr 


Asp 


Ml d 




Val 


Val 




Asp 


Ly s 


1 ill 


ri l n 
0111 


865 










8 7 0 










875 










0 0 rt 
0 0 U 


Ser 


j\i - 
Aia 


Vdl 


Aid 


Asp 


Trp 


Vdl 


Tyr 


Asn 


Glu 


Leu 


Arg 


r;l w 
uiy 


vjlll 


Leu 


m n 

vjlll 










o o c 
bob 










890 










0 y b 




Glu 


Cys 


Arg 


pi,, 

oiy 


Arg 


Trp 


Ala 


Leu 


Arg 


Leu 


Cys 


Leu 


ulU 


m 1 1 


Arg 


Asp 








Q A f\ 

90 0 










y u b 










y l u 






Trp 


Leu 


Pro 




Ly s 


1 111 


Leu 




Lil U 


Asn 


Leu 


irp 


Al a 
nld 


OCl 


Va 1 
Vdl 


iyr 






915 










o o n 
y z u 










Q O C. 

y z o 










Ser 


Arg 


Ly s 


j. iii 


Leu 


riic 


Val 


lieu 


Ala 


His 


Thr 


Asp 




Val 


Ser 




93 0 










yob 










y ft u 










pi 


Leu 


Leu 


Arg 


M.1 cl 


Ser 


it L lc 


Leu 


Leu 


Ala 


Gin 


Gin 


Arg 


Leu 


Leu 


Glu 


94 5 










y b u 










955 










0 c rt 
you 


Asp 


Arg 


Ly s 


Asp 


Vdl 


Vdl 


val 


Leu 


Val 


He 


Leu 


O C 1 


Pro 


Asp 


01 y 












Q ^ cr 

yob 










970 










07c 






Ser 


Arg 


j. y j. 


Val 


A TO 


Leu 


Arg 


Gin 


Arg 


Leu 


Cys 


Arg 


Gin 


Ser 


Val 








980 










985 










990 






Leu 


Leu 


Trp 


Pro 


His 


Gin 


Pro 


Ser 


Gly Gin 


Arg 


Ser 


Phe 


Trp 


Ala 


Gin 






995 










1000 








1005 






Leu 


Gly 


Met 


Ala 


Leu 


Thr 


Arg 


Asp 


Asn 


His 


His 


Phe 


Tyr 


Asn 


Arg 


Asn 




1010 








1015 








1020 








Phe 


Cys 


Gin 


Gly 


Pro 


Thr 


Ala 


Glu 



















1025 1030 

<210> 7 
<211> 557 
<212> DNA 

<213> Mus musculus 
<400> 7 

ggctttcaac ctaaccgctg gcactcaacc tgtccttcaa ttaccgcaag aaggtatcct 60 
ttgcccgcct ccacctggca agttccttta agaacctggt gtcactgcag gagctgaaca 120 
tgaaeggcat cttcttccgc ttgetcaaca agtacacget cagatggctg gccgatctgc 180 



- 10 - 



ccaaactcca 
ttggtacctt 
caacgctgtc 
ctgcggatcc 
gtaagaactt 
agatgtttgt 
aggctgtcaa 



cactctgcat 
ccgagccctt 
agaagccacc 
tcacccagct 
caagttcaac 
aaatctctca 
tggctct 



cttcaaatga 
cgctttgtgg 
cctgaagagg 
ccgctgagca 
atggacctgt 
cgcctccagt 



acttcatcaa 
acttgtcaga 
cagatgatgc 
cccctgcttc 
ctcggaacaa 
gtcttagcct 



ccaggcacag 
caatcgcatc 
agagcaggag 
taagaacttc 
cctggtgact 
gagccacaac 



ctcagcatct 

agtgggcctt 

gagctgttgt 
atggacaggt 
atcacagcag 
tcaattgcac 



240 
300 
360 
420 
480 
540 
557 



<210> 8 
<211> 178 
<212> PRT 

<213> Mus musculus 



<400> 8 
Leu Asn Leu Ser 
1 

His Leu Ala Ser 
20 

Met Asn Gly lie 
35 

Leu Ala Asp Leu 
50 

lie Asn Gin Ala 
65 

Phe Val Asp Leu 

Glu Ala Thr Pro 
100 

Ser Ala Asp Pro 
115 

Phe Met Asp Arg 
130 

Asn Asn Leu Val 
145 

Leu Gin Cys Leu 
Gly Ser 



Phe Asn 
5 

Ser Phe 

Phe Phe 

Pro Lys 

Gin Leu 

70 
Ser Asp 
85 

Glu Glu 

His Pro 

Cys Lys 

Thr lie 
150 
Ser Leu 
165 



Tyr Arg Lys 

Lys Asn Leu 
25 

Arg Leu Leu 
40 

Leu His Thr 
55 

Ser lie Phe 

Asn Arg lie 

Ala Asp Asp 
105 

Ala Pro Leu 

120 
Asn Phe Lys 
135 

Thr Ala Glu 
Ser His Asn 



Lys Val 
10 

Val Ser 

Asn Lys 

Leu His 

Gly Thr 
75 

Ser Gly 
90 

Ala Glu 

Ser Thr 

Phe Asn 

Met Phe 
155 
Ser lie 
170 



Ser Phe 

Leu Gin 

Tyr Thr 

45 
Leu Gin 
60 

Phe Arg 

Pro Ser 

Gin Glu 

Pro Ala 
125 
Met Asp 
140 

Val Asn 
Ala Gin 



Ala Arg Leu 
15 

Glu Leu Asn 
30 

Leu Arg Trp 

Met Asn Phe 

Ala Leu Arg 
80 

Thr Leu Ser 
95 

Glu Leu Leu 
110 

Ser Lys Asn 

Leu Ser Arg 

Leu Ser Arg 
160 

Ala Val Asn 
175 



<210> 9 

<211> 497 

<212> DNA 

<213> Mus musculus 



<400> 9 

gtgggtttgg tgtctatctt cactctcctg aaagatgcat gggaagaaaa ctacccttta 60 

cagccaacct ttgctccgtg ggcctggtgg cttggtagca tatattgcgc acttgccaaa 120 

tagcggtgta gtaagacaga gcaaggcagg cagagcaact cgggaaccag acatgaagat 180 

gcagctgttt ccagctgttg ctctgagcta ttctgctgta ggtccccggc agaagttctg 240 

gttatagaag tggcggttgt ccctagtcag ggctgtactc agctgggccc agaagccccc 300 

ctgcccgttg ggtcgctggg gccagaagag cacactctgg cggcagagac gctggcgcag 360 

tcgcacatag cgggacggtn gggcatccgg acgcaggatc accaacacca ccacgtcctt 420 

gcggtcttcc aacaggcgct gctgagccag caggaagctg gtgcgcagga ggccactgac 480 

gcggtccgtg tgggcca 497 



<210> 10 
<211> 95 
<212> PRT 

<213> Mus musculus 
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i 
i 

\ 



<400> 10 

Ala His Thr Asp Arg Val Ser Gly Leu Leu Arg 

15 10 
Ala Gin Gin Arg Leu Leu Glu Asp Arg Lys Asp 

20 25 
lie Leu Arg Pro Asp Ala Xaa Pro Ser Arg .Tyr 

35 40 
Arg Leu Cys Arg Gin Ser Val Leu Phe Trp Pro 

50 55 
Gin Gly Gly Phe Trp Ala Gin Leu Ser Thr Ala 
65 70 75 

Arg His Phe Tyr Asn Gin Asn Phe Cys Arg Gly 
85 90 



Thr Ser Phe Leu Leu 
15 

Val Val Val Leu Val 
30 

Val Arg Leu Arg Gin 
45 

Gin Arg Pro Asn Gly 
60 

Leu Thr Arg Asp Asn 
80 

Pro Thr Ala Glu 
95 



<210> 11 

<211> 373 

<212> DNA 

<2 13 > Mus musculus 

<400> 11 

tggaggaccg agattggctg cctggccaga cgctcttcga gaacctctgg gcttccatct 60 

atgggagccg caagactcta tttgtgctgg cccacacgga ccgcgtcagt ggcctcctgc 120 

gcaccagctt cctgctggct cagcagcgcc tgttggaaga ccgcaaggac gtggtggtgt 180 

tggtgatcct gcgtccggat gcccaccgct cccgctatgt gcgactgcgc cagcgtctct 240 

gccgccagag tgtgctcttc tggccccagc agcccaacgg gcaggggggc ttctgggccc 300 

agctgagtac agccctgact agggacaacc gccacttcta taaccagaac ttctgccggg 360 

gacctacagc aga 373 

<210> 12 
<211> 123 
<212> PRT 

<213> Mus musculus 



<400> 12 

Glu Asp Arg Asp Trp Leu Pro Gly Gin Thr Leu Phe Glu 

15 10 
Ala Ser lie Tyr Gly Ser Arg Lys Thr Leu Phe Val Leu 

20 25 
Asp Arg Val Ser Gly Leu Leu Arg Thr Ser Phe Leu Leu 

35 40 45 

Arg Leu Leu Glu Asp Arg Lys Asp Val Val Val Leu Val 

50 55 60 

Pro Asp Ala His Arg Ser Arg Tyr Val Arg Leu Arg Gin 
65 70 75 

Arg Gin Ser Val Leu Phe Trp Pro Gin Gin Pro Asn Gly 

85 90 
Phe Trp Ala Gin Leu Ser Thr Ala Leu Thr Arg Asp Asn 

100 105 
Tyr Asn Gin Asn Phe Cys Arg Gly Pro Thr Ala 
115 120 



Asn Leu Trp 
15 

Ala His Thr 
30 

Ala Gin Gin 

lie Leu Arg 

Arg Leu Cys 
80 

Gin Gly Gly 
95 

Arg His Phe 
110 



<210> 13 

<211> 489 

<212> DNA 

<213> Mus musculus 



<400> 13 

gctacaacag ccagcccttt agcatgaagg gtataggcca caatttcagt tttgtgaccc 



60 
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atctgtccat gctacagagc cttagcctgg cacacaatga cattcatacc cgtgtgtcct 120 

cacatctcaa cagcaactca gtgaggtttc ttgacttcag cggcaacggt atgggccgca 180 

tgtgggatga ggggggcctt tatctccatt tcttccaagg cctgagtggc gtgctgaagc 24 0 

tggacctgtc tcaaaataac ctgcatatcc tccggcccca gaaccttgac aacctcccca 300 

agagcctgaa gctgctgagc ctccgagaca actacctatc tttctttaac tggaccagtc 360 

tgtccttcct acccaacctg gaagtcctag acctggcagg caaccagcta aaggccctga 42 0 

ccaatggcac cctgcctaat ggcaccctcc tccagaaact cgatgtcagt agcaacagta 480 

tcgtctctg 489 

<210> 14 
<211> 162 
<212> PRT 

<213> Mus musculus 
<400> 14 

Tyr Asn Ser Gin Pro Phe Ser Met Lys Gly lie Gly His Asn Phe Ser 

15 10 15 

Phe Val Thr His Leu Ser Met Leu Gin Ser Leu Ser Leu Ala His Asn 

20 25 30 

Asp lie His Thr Arg Val Ser Ser His Leu Asn Ser Asn Ser Val Arg 

35 '40 45 

Phe Leu Asp Phe Ser Gly Asn Gly Met Gly Arg Met Trp Asp Glu Gly 

50 55 60 

Gly Leu Tyr Leu His Phe Phe Gin Gly Leu Ser Gly Val Leu Lys Leu 
65 70 75 80 

Asp Leu Ser Gin Asn Asn Leu His lie Leu Arg Pro Gin Asn Leu Asp 

85 90 95 

Asn Leu Pro Lys Ser Leu Lys Leu Leu Ser Leu Arg Asp Asn Tyr Leu 

100 105 110 

Ser Phe Phe Asn Trp Thr Ser Leu Ser Phe Leu Pro Asn Leu Glu Val 

115 120 125 

Leu Asp Leu Ala Gly Asn Gin Leu Lys Ala Leu Thr Asn Gly Thr Leu 

130 135 140 

Pro Asn Gly Thr Leu Leu Gin Lys Leu Asp Val Ser Ser Asn Ser lie 
145 150 155 160 

Val Ser 



<210> 15 

<211> 462 

<212> DNA 

<213> Mus musculus 



<400> 15 

gcggccgcgc cgctcctcca gccgcacccg cagctcgtta tacacccagt cggcaactgc 60 

gctctgtgcc ttatcgaaca ccacgaaggc atcataaggg agagtttggg cgctgcgtcg 120 

gctgcgggct agcaaaggta gccatgccag gcacagatga aaacagtacc agacgtccca 180 

gccgcagaga tggtgcagta taggcaccac catgcccacg gccacagcca agagtgaaag 240 

gccaaagcag tcccaagaga ggacctcatc caggcacagc cgcaggtcct gcgcgaagat 300 

gctacggccc tgcagctggc cggggctgcc acacttcaca ccattagcca ggccaggcac 360 

cttggtctgc acctccaaca gtaagtctac gaaggctgcc ccacaggcac agtgcagagg 420 

gttgcttctc acgtctagaa ctgtcaggtt catcacaatg gg 462 



<210> 16 

<211> 154 

<212> PRT 

<213> Mus musculus 

<400> 16 
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Pro 


lie 


Val 


Met 


Asn 


Leu 


Thr 


Val 


Leu 


Asp 


Val 


Arg 


Ser 


Asn 


Pro 


Leu 


1 








5 










10 










15 




His 


Cvs 


Ala 


Cvs 


Gly 


Ala 


Ala 


Phe 


Val 


Asp 


Leu 


Leu 


Leu 


Glu 


Val 


Gin 








20 










25 










30 






Thr 


Lvs 


Val 


Pro 


Gly 


Leu 


Ala 


Asn 


Gly 


Val 


Lys 


Cys 


Gly 


Ser 


Pro 


Gly 






35 










40 










45 








Gin 


Leu 


Gin 


Gly 


Arg 


Ser 


lie 


Phe 


Ala 


Gin 


Asp 


Leu 


Arg 


Leu 


Cys 


Leu 




50 










55 










60 










Asp 


Glu 


Val 


Leu 


Ser 


Trp 


Asp 


Cys 


Phe 


Gly 


Leu 


Ser 


Leu 


Leu 


Ala 


Val 


65 










70 










75 










80 


Ala 


Val 


Gly 


Met 


Val 


Val 


Pro 


lie 


Leu 


His 


His 


Leu 


Cys 


Gly 


Trp 


Asp 










85 










90 










95 




Val 


Trp 


Tyr 


Cys 


Phe 


His 


Leu 


Cys 


Leu 


Ala 


Trp 


Leu 


Pro 


Leu 


Leu 


Ala 








100 










105 










110 






Arg 


Ser 


Arg 


Arg 


Ser 


Ala 


Gin 


Thr 


Leu 


Pro 


Tyr 


Asp 


Ala 


Phe 


Val 


Val 






115 










120 










125 








Phe 


Asp 


Lys 


Ala 


Gin 


Ser 


Ala 


Val 


Ala 


Asp 


Trp 


Val 


Tyr 


Asn 


Glu 


Leu 




130 










135 










140 










Arg 


Val 


Arg 


Leu 


Glu 


Glu 


Arg 


Arg 


Gly 


Arg 















145 150 



<210> 17 
<211> 17 
<212> PRT 

<213> Mus musculus 
<400> 17 

Cys Asp Leu Ser Asp Asn Arg lie Ser Gly Pro Ser Thr Leu Ser Glu 

15 10 15 

Ala 



<210> 18 
<211> 14 
<212> PRT 

<213> Mus musculus 
<400> 18 

His Phe Tyr Asn Gin Asn Phe Cys Arg Gly Pro Thr Ala Glu 
15 10 

<210> 19 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Pro Ala Pro Val Asp Thr Pro Ser Ser Glu Asp Phe Arg Pro Asn Cys 
15 10 15 

<210> 20 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 20 

His Phe Tyr Asn Arg Asn Phe Cys Gin Gly Pro Thr Ala Glu 
15 10 
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<210> 21 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 21 

aacgttct 8 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 22 

aagcgaaaat gaaattgact 20 

<210> 23 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 23 

accatggacg aactgtttcc cctc 24 

<210> 24 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 24 

accatggacg acctgtttcc cctc 24 

<210> 25 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 25 

accatggacg agctgtttcc cctc 24 

<210> 26 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
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<220> 
<223> 



Synthetic oligonucleotide 



<400> 26 

accatggacg atctgtttcc cctc 24 

<210> 27 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 27 

accatggacg gtctgtttcc cctc 24 

<210> 28 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 28 

accatggacg tactgtttcc cctc 24 

<210> 29 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 29 

accatggacg ttctgtttcc cctc 24 

<210> 30 

<211> 20 ■ 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 30 

agatttctag gaattcaatc 20 

<210> 31 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
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<400> 31 

agcgggggcg agcgggggcg 2 0 

<210> 32 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 32 

agctatgacg ttccaagg 18 

<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 33 

atcgactctc gagcgttctc 20 

<210> 34 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 34 

atgacgttcc tgacgtt 17 

<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 35 

atggaaggtc caacgttctc 20 

<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 36 

atggaaggtc cagcgttctc 20 
<210> 37 



- 17 - 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 37 
atggactctc cagcgttctc 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 38 
atggaggctc catcgttctc 

<210> 39 
<211> 7 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 39 
caacgtt 

<210> 40 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 40 
cacgttgagg ggcat 

<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 41 
caggcataac ggttccgtag 

<210> 42 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
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<2 
<2 



20> 
23> 



Synthetic oligonucleotide 



<4 

ccaacgtt 



00> 



42 



8 



<210> 43 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 43 

ctcctagtgg gggtgtccta t 21 

<210> 44 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 44 

ctgatttccc cgaaatgatg 20 

<210> 45 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 45 

ctgctgagac tggag 15 

<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 46 

gagaacgatg gaccttccat 20 



<210> 47 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 47 



- 19 - 



gagaacgctc cagcactgat 



20 



<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 48 

gagaacgctc gaccttccat 20 

<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 49 

gagaacgctc gaccttcgat 20 

<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 50 

gagaacgctg gaccttccat . 20 

<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 51 

gagcaagctg gaccttccat 20 

<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 52 

gattgcctga cgtcagagag 2 0 

<210> 53 
<211> 15 



- 20 - 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 53 
gcatgacgtt gagct 

<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 54 
gcggcgggcg gcgcgcgccc 

<210> 55 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 55 
gcgtgcgttg tcgttgtcgt t 

<210> 56 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 56 
gctagacgtt agcgt 



<210> 57 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 57 
gctagacgtt agtgt 



<210> 58 
<211> 15 
<212> DNA 

<213> Artificial Sequence 



<223> Synthetic oligonucleotide 
<400> 58 

gctagatgtt agcgt 15 

<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<210> 


63 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic oligonucleotide 


<400> 


63 



20 



<400> 59 
gcttgatgac tcagccggaa 

<210> 60 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 60 

ggaatgacgt tccctgtg 18 

<210> 61 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 61 

ggggtcaacg ttgacgggg 19 

<210> 62 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 62 

ggggtcagtc ttgacgggg 19 



gtatttccca gaaaaggaac 2 0 



- 22 - 



<210> 64 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 64 
gtccatttcc cgtaaatctt 



20 



<210> 65 
<211> 6 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 65 



gtcgct 



<210> 66 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 66 



gtcgtt 



<210> 67 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 67 
taccgcgtgc gaccctct 



18 



<210> 68 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 68 
tatgcatatt cctgtaagtg 



20 



<210> 69 
<211> 8 
<212> DNA 



- 23 - 



<213> 



Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 69 
tcaacgtc 



<210> 70 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 70 
tcaacgtt 



<210> 71 

<211> 8 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 71 
tcaagctt 



<210> 72 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 72 

tcagcgct 8 

<210> 73 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 73 

tcagcgtgcg cc 12 

<210> 74 
<211> 8 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



- 24 - 



<400> 
tcatcgat 



74 



8 



<210> 75 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 75 

tccacgacgt tttcgacgtt 20 

<210> 76 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 76 

tccaggactt ctctcaggtt 20 

<210> 77 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 77 

tccataacgt tcctgatgct 20 

<210> 78 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 78 

tccatagcgt tcctagcgtt 20 

<210> 79 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 79 

tccatcacgt gcctgatgct 20 



- 25 - 



<210> 80 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 80 
tccatgacgg tcctgatgct 


20 


<210> 81 
<211> 20 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic oligonucleotide 




<400> 81 
tccatgacgt ccctgatgct 


20 


<210> 82 
<211> 20 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic oligonucleotide 




<400> 82 
tccatgacgt gcctgatgct 


20 


<210> 83 
<211> 20 
<212> DNA 

<213> Artificial Sequence 




<220> 

<223> Synthetic oligonucleotide 




<400> 83 
tccatgacgt tcctgacgtt 


20 


<210> 84 
<211> 20 
<212> DNA 

<2i3> Artificial Sequence 




<220> 

<223> Synthetic oligonucleotide 




<400> 84 





tccatgacgt tcctgatgct 20 

<210> 85 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



- 26 - 



<220> 

<223> Synthetic oligonucleotide 



<400> 85 
tccatgagct tcctgatgct 

<210> 86 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 86 
tccatgccgg tcctgatgct 

' <210> 87 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 87 
tccatgcgtg cgtgcgtttt 

<210> 88 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 88 
tccatgcgtt gcgttgcgtt 

<210> 89 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 89 
tccatgctgg tcctgatgct 

<210> 90 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 90 
tccatggcgg tcctgatgct 



<210> 91 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 91 
tccatgtcga tcctgatgct 



<210> 


92 


<211> 


20 


<212> 


DNA 


<213> 


Artificial 



<220> 

<223> Synthetic oligonucleotide 

<400> 92 
tccatgtcgc tcctgatgct 

<210> 93 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 93 
tccatgtcgg tcctgatgct 

<210> 94 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 94 
tccatgtcgg tcctgctgat 

<210> 95 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220>' 

<223> Synthetic oligonucleotide 

<400> 95 
tccatgtcgt ccctgatgct 

<210> 96 



- 28 



<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 96 
tccatgtcgt tcctgatgct 

<210> 97 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 97 
tccatgtcgt tcctgtcgtt 

<210> 98 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 98 
tccatgtcgt ttttgtcgtt 



<210> 99 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 99 
tcctgacgtt cctgacgtt 



<210> 100 

<211> 19 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 100 
tcctgtcgtt cctgtcgtt 

<210> 101 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 101 
tcctgtcgtt ccttgtcgtt 

<210> 102 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 102 
tcctgtcgtt ttttgtcgtt 

<210> 103 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 103 
tccttgtcgt tcctgtcgtt 

<210> 104 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 104 
tcgatcgggg cggggcgagc 

<210> 105 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 105 
tcgtcgctgt ctccgcttct t 

<210> 106 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 106 



tcgtcgctgt ctccgcttct tcttgcc 

<210> 107 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 107 
tcgtcgctgt ctgcccttct t 

<210> 108 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 108 
tcgtcgctgt tgtcgtttct t 

<210> 109 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 109 
tcgtcgtcgt cgtt 

<210> 110 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 110 
tcgtcgttgt cgttgtcgtt 

<210> 111 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 111 
tcgtcgttgt cgttttgtcg tt 

<210> 112 
<211> 24 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 

<400> 112 
tcgtcgtttt gtcgttttgt cgtt 

<210> 113 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 113 
tctcccagcg cgcgccat 

<210> 114 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 114 
tctcccagcg ggcgcat 

<210> 115 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 115 
tctcccagcg tgcgccat 

<210> 116 
<211> 8 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 116 
tcttcgaa 



10> 


117 


11> 


20 


12> 


DNA 


13> 


Art. 



<223> Synthetic oligonucleotide 



<400> 117 
tgcagattgc gcaatctgca 

<210> 118 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 118 
tgctgctttt gtgcttttgt gctt 

<210> 119 
<211> 7 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 119 
tgtcgct 

<210> 120 
<211>' 7 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 120 
tgtcgtt 

<210> 121 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 121 
tgtcgttgtc gtt 

<210> 122 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 122 
tgtcgttgtc gttgtcgtt 



<210> 123 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 
<400> 123 

tgtcgttgtc gttgtcgttg tcgtt 25 

<210> 124 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 124 

tgtcgtttgt cgtttgtcgt t 21 

<210> 125 
<211> 31 
<212> PRT 
<213> Unknown 



<220> 

< 2 2 3 > unknown 



<400> 125 

Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Tyr Xaa Xaa Xaa 

1 5 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Arg Ser Xaa Xaa Xaa Xaa Xaa Xaa Tyr 
20 25 30 



<210> 126 
<211> 31 
<212> PRT 

<213> Homo sapiens 



<220> 

<22 3> unknown 



<400> 126 

Gin Xaa Xaa Xaa Xaa Xaa Xaa Xaa Lys Xaa Asp Xaa Tyr Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Arg Leu Xaa Xaa Xaa Xaa Xaa Xaa Tyr 
20 25 30 



<210> 127 
<211> 31 
<212> PRT 

<213> Mus musculus 



<220> 

<22 3> unknown 



- 34 - 



<400> 127 

Gin Xaa Xaa Xaa Xaa Xaa Xaa Xaa Lys Xaa Asp Xaa Tyr Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Gin Leu Xaa Xaa Xaa Xaa Xaa Xaa Tyr 
20 25 30 

<210> 128 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<221> modif ied_base 
<222> (2) ... (2) 
<223> m5c 

<221> modif ied_base 
<222> (5) . . . (5) 
<223> m5c 

<221> modif ied_base 
<222> (13) . . . (13) 
<22 3> m5c 

<221> modif ied_base 
<222> (21) . . . (21) 
<223> m5c 

<400> 128 

tcgtcgtttt gtcgttttgt cgtt 24 

<210> 129 

<211> 6 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 129 

gacgtt 6 

<210> 130 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 130 

tccatgacgt tcttgacgct 20 

<210> 131 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



- 35 - 



<220> 

<223> Synthetic oligonucleotide 



<400> 131 
tccatgacgt tcttgacgtt 

<210> 132 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 132 
tccatgacgt tcttgatgtt 

<210> 133 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 133 
tccatgacgt ttttgatgtt 

<210> 134 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 134 
tccatgtcgt tcttgatgtt 

<210> 135 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 135 
tccatgtcgt ttttgatgtt 

<210> 136 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 



<400> 136 
tccatgtcgt ttttgttgtt 



20 



<210> 137 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 137 

tccatgacgt tattgatgtt 20 

<210> 138 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 138 

tccatgacgt ccttgatgtt 20 

<210> 139 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 139 

tccatgacgt cattgatgtt 20 

<210> 140 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 140 

hhhhhhhhhh hhhhwggggg 2 0 

<210> 141 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 141 

ctgcatggag tgcggccaaa agtccctcca cctacatccc gatac 45 
<210> 142 



- 37 - 



<211> 45 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic oligonucleotide 
<400> 142 

gtatcgggat gtaggtggag ggacttttgg ccgcactcca tgcag 45 

<210> 143 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 143 

ctgtatagaa tgtcctcgtc acttccccca gctgcaccct gagac 45 

<210> 144 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 144 

gtctcagggt gcagctgggg gaagtgacga ggacattcta tacag 4 5 

<210> 145 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

< 2 2 3 > Unknown 

<223> Mutated from human 

<400> 145 

Cys Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Cys 
15 10 

<210> 146 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 146 

Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met Glu Cys Pro Arg 

15 10 15 

His Phe Pro Gin 
20 

<210> 147 
<211> 20 



- 38 - 



<212> PRT 
<213> Unknown 



<220> 

<223> Mutated from human 



<400> 147 

Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met Glu Cys Gly Gin 

1 5 10 15 

Lys Ser Leu His 
20 



<210> 148 
<211> 20 
<212> PRT 

<213> Mus musculus 



<400> 148 

Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met lie Cys Gly Gin 

15 10 15 

Lys Ser Leu His 
20 



<210> 149 
<211> 20 
<212> PRT 
< 2 1 3 > Unknown 



<220> 

<223> Mutated from mouse 



<400> 149 

Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met lie Cys Pro Arg 

15 10 15 

His Phe Pro Gin 
20 



<210> 150 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 150 

cacaataagc tggccctcgc ccacgagcac tc 

<210> 151 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 151 

gagtgctcgt gggcgagggc cagcttattg tg 



<210> 152 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 152 

cataacaaac tggccttggc ccactggaaa tc 32 

<210> 153 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 153 

gatttccagt gggccaaggc cagtttgtta tg 32 

<210> 154 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 154 

gcgactggct gcatggcaaa accctctttg 30 

<210> 155 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 155 

caaagagggt tttgccatgc agccagtcgc 30 

<210> 156 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 156 

cgagattggc tgcatggcca gacgctcttc 30 

<210> 157 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



- 40 - 



<220> 

<223> Synthetic oligonucleotide 

<400> 157 
gaagagcgtc tggccatgca gccaatctcg 

<210> 158 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 158 
ggcctcagca tcttt 

<210> 159 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 159 
ggcctatcga ttttt 

<210> 160 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 160 
ggccgtagca tcttc 

<210> 161 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 161 
ggcctatcga ttttt 

<210> 162 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 162 

cagctccagg gcctatcgat ttttgcacag gacc 



34 



<210> 163 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 163 

ggtcctgtgc aaaaatcgat aggccctgga gctg 34 

<210> 164 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 164 

cagctgcagg gcctatcgat tttcgcacag gacc 34 

<210> 165 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 165 

ggtcctgtgc gaaaatcgat aggccctgca gctg 34 

<210> 166 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 166 

cacctctcat gctctgctct cttc 24 



<2 


10> 


<2 


11> 


<2 


12> 


<2 


13> 



<220> 

<223> Synthetic oligonucleotide 
<400> 167 

gctagaccgt ttccttgaac acctg 25 
<210> 168 
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<211> 3373 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (0) ... (0) 

<22 3> Human TLR7 cDNA 



<400> 168 

agctggctag cgtttaaacg ggccctctag actcgagcgg ccgcgaattc actagtgatt 60 

cacctctcat gctctgctct cttcaaccag acctctacat tccattttgg aagaagacta 120 

aaaatggtgt ttccaatgtg gacactgaag agacaaattc ttatcctttt taacataatc 180 

ctaatttcca aactccttgg ggctagatgg tttcctaaaa ctctgccctg tgatgtcact 240 

ctggatgttc caaagaacca tgtgatcgtg gactgcacag acaagcattt gacagaaatt 300 

cctggaggta ttcccacgaa caccacgaac ctcaccctca ccattaacca cataccagac 360 

atctccccag cgtcctttca cagactggac catctggtag agatcgattt cagatgcaac 420 

tgtgtaccta ttccactggg gtcaaaaaac aacatgtgca tcaagaggct gcagattaaa 480 

cccagaagct ttagtggact cacttattta aaatcccttt acctggatgg aaaccagcta 540 

ctagagatac cgcagggcct cccgcctagc ttacagcttc tcagccttga ggccaacaac 600 

atcttttcca tcagaaaaga gaatctaaca gaactggcca acatagaaat actctacctg 660 

ggccaaaact gttattatcg aaatccttgt tatgtttcat attcaataga gaaagatgcc 720 

ttcctaaact tgacaaagtt aaaagtgctc tccctgaaag ataacaatgt cacagccgtc 780 

cctactgttt tgccatctac tttaacagaa ctatatctct acaacaacat gattgcaaaa 840 

atccaagaag atgattttaa taacctcaac caattacaaa ttcttgacct aagtggaaat 900 

tgccctcgtt gttataatgc cccatttcct tgtgcgccgt gtaaaaataa ttctccccta 960 

cagatccctg taaatgcttt tgatgcgctg acagaattaa aagttttacg tctacacagt 1020 

aactctcttc agcatgtgcc cccaagatgg tttaagaaca tcaacaaact ccaggaactg 1080 

gatctgtccc aaaacttctt ggccaaagaa attggggatg ctaaatttct gcattttctc 1140 

cccagcctca tccaattgga tctgtctttc aattttgaac ttcaggtcta tcgtgcatct 1200 

atgaatctat cacaagcatt ttcttcactg aaaagcctga aaattctgcg gatcagagga 1260 

tatgtcttta aagagttgaa aagctttaac ctctcgccat tacataatct tcaaaatctt 1320 

gaagttcttg atcttggcac taactttata aaaattgcta acctcagcat gtttaaacaa 1380 

tttaaaagac tgaaagtcat agatctttca gtgaataaaa tatcaccttc aggagattca 1440 

agtgaagttg gcttctgctc aaatgccaga acttctgtag aaagttatga accccaggtc 1500 

ctggaacaat tacattattt cagatatgat aagtatgcaa ggagttgcag attcaaaaac 1560 

aaagaggctt ctttcatgtc tgttaatgaa agctgctaca agtatgggca gaccttggat 1620 

ctaagtaaaa atagtatatt ttttgtcaag tcctctgatt ttcagcatct ttctttcctc 1680 

aaatgcctga atctgtcagg aaatctcatt agccaaactc ttaatggcag tgaattccaa 1740 

cctttagcag agctgagata tttggacttc tccaacaacc ggcttgattt actccattca 1800 

acagcatttg aagagcttca caaactggaa gttctggata taagcagtaa tagccattat 1860 

tttcaatcag aaggaattac tcatatgcta aactttacca agaacctaaa ggttctgcag 1920 

aaactgatga tgaacgacaa tgacatctct tcctccacca gcaggaccat ggagagtgag 1980 

tctcttagaa ctctggaatt cagaggaaat cacttagatg ttttatggag agaaggtgat 2040 

aacagatact tacaattatt caagaatctg ctaaaattag aggaattaga catctctaaa 2100 

aattccctaa gtttcttgcc ttctggagtt tttgatggta tgcctccaaa tctaaagaat 2160 

ctctctttgg ccaaaaatgg gctcaaatct ttcagttgga agaaactcca gtgtctaaag 2220 

aacctggaaa ctttggacct cagccacaac caactgacca ctgtccctga gagattatcc 2280 

aactgttcca gaagcctcaa gaatctgatt cttaagaata atcaaatcag gagtctgacg 2340 

aagtattttc tacaagatgc cttccagttg cgatatctgg atctcagctc aaataaaatc 2400 

cagatgatcc aaaagaccag cttcccagaa aatgtcctca acaatctgaa gatgttgctt 2460 

ttgcatcata atcggtttct gtgcacctgt gatgctgtgt ggtttgtctg gtgggttaac 2520 

catacggagg tgactattcc ttacctggcc acagatgtga cttgtgtggg gccaggagca 2580 

cacaagggcc aaagtgtgat ctccctggat ctgtacacct gtgagttaga tctgactaac 2640 

ctgattctgt tctcactttc catatctgta tctctctttc tcatggtgat gatgacagca 2700 

agtcacctct atttctggga tgtgtggtat atttaccatt tctgtaaggc caagataaag 2760 

gggtatcagc gtctaatatc accagactgt tgctatgatg cttttattgt gtatgacact 2820 

aaagacccag ctgtgaccga gtgggttttg gctgagctgg tggccaaact ggaagaccca 2880 

agagagaaac attttaattt atgtctcgag gaaagggact ggttaccagg gcagccagtt 2940 
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ctggaaaacc tttcccagag catacagctt agcaaaaaga cagtgtttgt gatgacagac 3000 

aagtatgcaa agactgaaaa ttttaagata gcattttact tgtcccatca gaggctcatg 3060 

gatgaaaaag ttgatgtgat tatcttgata tttcttgaga agccttttca gaagtccaag 3120 

ttcctccagc tccggaaaag gctctgtggg agttctgtcc ttgagtggcc aacaaacccg 3180 

caagctcacc catacttctg gcagtgtcta aagaacgccc tggccacaga caatcatgtg 3240 

gcctatagtc aggtgttcaa ggaaacggtc tagaatcgaa ttcccgcggc cgccactgtg 3300 

ctggatatct gcagaattcc accacactgg actagtggat ccgagctcgg taccaagctt 3360 

aagtttaaac cgc 3373 



<210> 169 
<211> 3147 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<222> (0) ... (0) 

<22 3> Human TLR7 ORF 



<400> 169 

atggtgtttc caatgtggac actgaagaga caaattctta tcctttttaa cataatccta 60 

atttccaaac tccttggggc tagatggttt cctaaaactc tgccctgtga tgtcactctg 120 

gatgttccaa agaaccatgt gatcgtggac tgcacagaca agcatttgac agaaattcct 180 

ggaggtattc ccacgaacac cacgaacctc accctcacca ttaaccacat accagacatc 240 

tccccagcgt cctttcacag actggaccat ctggtagaga tcgatttcag atgcaactgt 300 

gtacctattc cactggggtc aaaaaacaac atgtgcatca agaggctgca gattaaaccc 360 

agaagcttta gtggactcac ttatttaaaa tccctttacc tggatggaaa ccagctacta 420 

gagataccgc agggcctccc gcctagctta cagcttctca gccttgaggc caacaacatc 480 

ttttccatca gaaaagagaa tctaacagaa ctggccaaca tagaaatact ctacctgggc 540 

caaaactgtt attatcgaaa tccttgttat gtttcatatt caatagagaa agatgccttc 600 

ctaaacttga caaagttaaa agtgctctcc ctgaaagata acaatgtcac agccgtccct 660 

actgttttgc catctacttt aacagaacta tatctctaca acaacatgat tgcaaaaatc 720 

caagaagatg attttaataa cctcaaccaa ttacaaattc ttgacctaag tggaaattgc 780 

cctcgttgtt ataatgcccc atttccttgt gcgccgtgta aaaataattc tcccctacag 840 

atccctgtaa atgcttttga tgcgctgaca gaattaaaag ttttacgtct acacagtaac 900 

tctcttcagc atgtgccccc aagatggttt aagaacatca acaaactcca ggaactggat 960 

ctgtcccaaa acttcttggc caaagaaatt ggggatgcta aatttctgca ttttctcccc 1020 

agcctcatcc aattggatct gtctttcaat tttgaacttc aggtctatcg tgcatctatg 1080 

aatctatcac aagcattttc ttcactgaaa agcctgaaaa ttctgcggat cagaggatat 1140 

gtctttaaag agttgaaaag ctttaacctc tcgccattac ataatcttca aaatcttgaa 1200 

gttcttgatc ttggcactaa ctttataaaa attgctaacc tcagcatgtt taaacaattt 1260 

aaaagactga aagtcataga tctttcagtg aataaaatat caccttcagg agattcaagt 1320 

gaagttggct tctgctcaaa tgccagaact tctgtagaaa gttatgaacc ccaggtcctg 1380 

gaacaattac attatttcag atatgataag tatgcaagga gttgcagatt caaaaacaaa 1440 

gaggcttctt tcatgtctgt taatgaaagc tgctacaagt atgggcagac cttggatcta 1500 

agtaaaaata gtatattttt tgtcaagtcc tctgattttc agcatctttc tttcctcaaa 1560 

tgcctgaatc tgtcaggaaa tctcattagc caaactctta atggcagtga attccaacct 1620 

ttagcagagc tgagatattt ggacttctcc aacaaccggc ttgatttact ccattcaaca 1680 

gcatttgaag agcttcacaa actggaagtt ctggatataa gcagtaatag ccattatttt 1740 

caatcagaag gaattactca tatgctaaac tttaccaaga acctaaaggt tctgcagaaa 1800 

ctgatgatga acgacaatga catctcttcc tccaccagca ggaccatgga gagtgagtct 1860 

cttagaactc tggaattcag aggaaatcac ttagatgttt tatggagaga aggtgataac 1920 

agatacttac aattattcaa gaatctgcta aaattagagg aattagacat ctctaaaaat 1980 

tccctaagtt tcttgccttc tggagttttt gatggtatgc ctccaaatct aaagaatctc 2040 

tctttggcca aaaatgggct caaatctttc agttggaaga aactccagtg tctaaagaac 2100 

ctggaaactt tggacctcag ccacaaccaa ctgaccactg tccctgagag attatccaac 2160 

tgttccagaa gcctcaagaa tctgattctt aagaataatc aaatcaggag tctgacgaag 2220 

tattttctac aagatgcctt ccagttgcga tatctggatc tcagctcaaa taaaatccag 2280 

atgatccaaa agaccagctt cccagaaaat gtcctcaaca atctgaagat gttgcttttg 2340 
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catcataatc 
acggaggtga 
aagggccaaa 
attctgttct 
cacctctatt 
tatcagcgtc 
gacccagctg 
gagaaacatt 
gaaaaccttt 
tatgcaaaga 
gaaaaagttg 
ctccagctcc 
gctcacccat 
tatagtcagg 



ggtttctgtg 
ctattcctta 
gtgtgatctc 
cactttccat 
tctgggatgt 
taatatcacc 
tgaccgagtg 
ttaatttatg 
cccagagcat 
ctgaaaattt 
atgtgattat 
ggaaaaggct 
acttctggca 
tgttcaagga 



cacctgtgat 
cctggccaca 
cctggatctg 
atctgtatct 
gtggtatatt 
agactgttgc 
ggttttggct 
tctcgaggaa 
acagcttagc 
taagatagca 
cttgatattt 
ctgtgggagt 
gtgtctaaag 
aacggtc 



gctgtgtggt 
gatgtgactt 
tacacctgtg 
ctctttctca 
taccatttct 
tatgatgctt 
gagctggtgg 
agggactggt 
aaaaagacag 
ttttacttgt 
cttgagaagc 
tctgtccttg 
aacgccctgg 



ttgtctggtg 
gtgtggggcc 
agttagatct 
tggtgatgat 
gtaaggccaa 
ttattgtgta 
ccaaactgga 
taccagggca 
tgtttgtgat 
cccatcagag 
cttttcagaa 
agtggccaac 
ccacagacaa 



ggttaaccat 
aggagcacac 
gactaacctg 
gacagcaagt 
gataaagggg 
tgacactaaa 
agacccaaga 
gccagttctg 
gacagacaag 
gctcatggat 
gtccaagttc 
aaacccgcaa 
tcatgtggcc 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3147 



<210> 170 
<211> 1049 
<212> PRT 

<213> Homo sapiens 



Met 
1 

Asn 

Thr 

Val 

Thr 

65 

Ser 

Arg 

He 

Leu 

Gly 
145 
Phe 

Leu 

Tyr 

Leu 

Ser 
225 
Gin 

Ser 

Cys 

Leu 



<400> 
Val Phe 

He He 

Leu Pro 

35 
Asp Cys 
50 

Asn Thr 

Pro Ala 

Cys Asn 

Lys Arg 
115 
Lys Ser 
130 

Leu Pro 

Ser He 

Tyr Leu 

Ser He 
195 
Ser Leu 
210 

Thr Leu 

Glu Asp 

Gly Asn 

Lys Asn 
275 
Thr Glu 
290 



170 

Pro Met Trp Thr Leu Lys 
5 

Leu He Ser Lys Leu Leu 
20 25 
Cys Asp Val Thr Leu Asp 



Leu 
40 
Leu 



Thr Asp Lys His 
55 

Thr Asn Leu Thr Leu 
70 

Ser Phe His Arg Leu 
85 

Cys Val Pro He Pro 
100 

Leu Gin He Lys 



Leu Tyr Leu Asp 
135 

Pro Ser Leu Gin 
150 

Arg Lys Glu Asn 
165 

Gly Gin Asn Cys 
180 

Glu Lys Asp Ala 

Lys Asp Asn Asn 
215 

Thr Glu Leu Tyr 
230 

Asp Phe Asn Asn 
245 

Cys Pro Arg Cys 
260 

Asn Ser Pro Leu 

Leu Lys Val Leu 
295 



Pro 
120 
Gly 

Leu 

Leu 

Tyr 

Phe 
200 
Val 

Leu 

Leu 

Tyr 

Gin 
280 
Arg 



Thr 

Thr 

Asp 

Leu 
105 
Arg 

Asn 

Leu 

Thr 

Tyr 
185 
Leu 

Thr 

Tyr 

Asn 

Asn 
265 
He 

Leu 



Arg 

10 

Gly 

Val 

Glu 

He 

His 

90 

Gly 

Ser 

Gin 

Ser 

Glu 
170 
Arg 

Asn 

Ala 

Asn 

Gin 
250 
Ala 

Pro 

His 



Gin He Leu 

Ala Arg Trp 

Pro Lys Asn 
45 

He Pro Gly 
60 

Asn His He 
75 

Leu Val Glu 

Ser Lys Asn 

Phe Ser Gly 
125 

Leu Leu Glu 
140 

Leu Glu Ala 
155 

Leu Ala Asn 

Asn Pro Cys 

Leu Thr Lys 
205 

Val Pro Thr 

220 
Asn Met He 
235 

Leu Gin He 
Pro Phe Pro 



He 

Phe 

30 

His 

Gly 

Pro 

He 

Asn 
110 
Leu 

He 

Asn 

He 

Tyr 
190 
Leu 

Val 

Ala 

Leu 

Cys 
270 
Phe 



Val Asn Ala 
285 

Ser Asn Ser Leu 
300 



Leu 

15 

Pro 

Val 

He 

Asp 

Asp 

95 

Met 

Thr 

Pro 

Asn 

Glu 
175 
Val 

Lys 

Leu 

Lys 

Asp 
255 
Ala 

Asp 

Gin 



Phe 

Lys 

He 

Pro 

He 

80 

Phe 

Cys 

Tyr 

Gin 

He 
160 
He 

Ser 

Val 

Pro 

He 
240 
Leu 

Pro 

Ala 

His 
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Val Pro Pro Arg Trp Phe Lys Asn lie Asn Lys Leu Gin Glu Leu Asp 
305 310 315 320 

Leu Ser Gin Asn Phe Leu Ala Lys Glu lie Gly Asp Ala Lys Phe Leu 

325 330 335 

His Phe Leu Pro Ser Leu lie Gin Leu Asp Leu Ser Phe Asn Phe Glu 

340 345 350 

Leu Gin Val Tyr Arg Ala Ser Met Asn Leu Ser Gin Ala Phe Ser Ser 

355 360 365 

Leu Lys Ser Leu Lys lie Leu Arg lie Arg Gly . Tyr Val Phe Lys Glu 

370 375 380 

Leu Lys Ser Phe Asn Leu Ser Pro Leu His Asn Leu Gin Asn Leu Glu 
385 390 395 400 

Val Leu Asp Leu Gly Thr Asn Phe lie Lys lie Ala Asn Leu Ser Met 

405 410 415 

Phe Lys Gin Phe Lys Arg Leu Lys Val lie Asp Leu Ser Val Asn Lys 

420 425 430 

lie Ser Pro Ser Gly Asp Ser Ser Glu Val Gly Phe Cys Ser Asn Ala 

435 440 445 

Arg Thr Ser Val Glu Ser Tyr Glu Pro Gin Val Leu Glu Gin Leu His 

450 455 460 

Tyr Phe Arg Tyr Asp Lys Tyr Ala Arg Ser Cys Arg Phe Lys Asn Lys 
465 470 475 480 

Glu Ala Ser Phe Met Ser Val Asn Glu Ser Cys Tyr' Lys Tyr Gly Gin 

485 490 495 

Thr Leu Asp Leu Ser Lys Asn Ser lie Phe Phe Val Lys Ser Ser Asp 

500 505 510 

Phe Gin His Leu Ser Phe Leu Lys Cys Leu Asn Leu Ser Gly Asn Leu 

515 520 525 

lie Ser Gin Thr Leu Asn Gly Ser Glu Phe Gin Pro Leu Ala Glu Leu 

530 535 540 

Arg Tyr Leu Asp Phe Ser Asn Asn Arg Leu Asp Leu Leu His Ser Thr 
545 550 555 560 

Ala Phe Glu Glu Leu His Lys Leu Glu Val Leu Asp lie Ser Ser Asn 

565 570 575 

Ser His Tyr Phe Gin Ser Glu Gly lie Thr His Met Leu Asn Phe Thr 

580 585 590 

Lys Asn Leu Lys Val Leu Gin Lys Leu Met Met Asn Asp Asn Asp lie 

595 600 605 

Ser Ser Ser Thr Ser Arg Thr Met Glu Ser Glu Ser Leu Arg Thr Leu 

610 615 620 

Glu Phe Arg Gly Asn His Leu Asp Val Leu Trp Arg Glu Gly Asp Asn 
625 630 635 640 

Arg Tyr Leu Gin Leu Phe Lys Asn Leu Leu Lys Leu Glu Glu Leu Asp 

645 650 655 

lie Ser Lys Asn Ser Leu Ser Phe Leu Pro Ser Gly Val Phe Asp Gly 

660 665 670 

Met Pro Pro Asn Leu Lys Asn Leu Ser Leu Ala Lys Asn Gly Leu Lys 

675 680 685 

Ser Phe Ser Trp Lys Lys Leu Gin Cys Leu Lys Asn Leu Glu Thr Leu 

690 695 700 

Asp Leu Ser His Asn Gin Leu Thr Thr Val Pro Glu Arg Leu Ser Asn 
705 710 715 720 

Cys Ser Arg Ser Leu Lys Asn Leu lie Leu Lys Asn Asn Gin lie Arg 

725 730 735 

Ser Leu Thr Lys Tyr Phe Leu Gin Asp Ala Phe Gin Leu Arg Tyr Leu 

740 745 750 

Asp Leu Ser Ser Asn Lys lie Gin Met lie Gin Lys Thr Ser Phe Pro 

755 760 765 

Glu Asn Val Leu Asn Asn Leu Lys Met Leu Leu Leu His His Asn Arg 
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770 775 780 

Phe Leu Cys Thr Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn His 
785 790 795 800 

Thr Glu Val Thr lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val Gly 

805 810 815 

Pro Gly Ala His Lys Gly Gin Ser Val lie Ser Leu Asp Leu Tyr Thr 

820 825 830 

Cys Glu Leu Asp Leu Thr Asn Leu lie Leu Phe Ser Leu Ser lie Ser 

835 840 845 

Val Ser Leu Phe Leu Met Val Met Met Thr Ala Ser His Leu Tyr Phe 

850 855 860 

Trp Asp Val Trp Tyr lie Tyr His Phe Cys Lys Ala Lys lie Lys Gly 
865 870 875 880 

Tyr Gin Arg Leu lie Ser Pro Asp Cys Cys Tyr Asp Ala Phe lie Val 

885 890 895 

Tyr Asp Thr Lys Asp Pro Ala Val Thr Glu Trp Val Leu Ala Glu Leu 

900 905 910 

Val Ala Lys Leu Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys Leu 

915 920 925 

Glu Glu Arg Asp Trp Leu Pro Gly Gin Pro Val Leu Glu Asn Leu Ser 

930 935 940 

Gin Ser lie Gin Leu Ser Lys Lys Thr Val Phe Val Met Thr Asp Lys 
945 950 955 960 

Tyr Ala Lys Thr Glu Asn Phe Lys lie Ala Phe Tyr Leu Ser His Gin 

965 970 975 

Arg Leu Met Asp Glu Lys Val Asp Val lie lie Leu lie Phe Leu Glu 

980 985 990 

Lys Pro Phe Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu Cys 

995 1000 1005 

Gly Ser Ser Val Leu Glu Trp Pro Thr Asn Pro Gin Ala His Pro Tyr 

1010 1015 1020 

Phe Trp Gin Cys Leu Lys Asn Ala Leu Ala Thr Asp Asn His Val Ala 
1025 1030 1035 1040 

Tyr Ser Gin Val Phe Lys Glu Thr Val 
1045 

<210> 171 
<211> 989 
<212> PRT 

<213> Homo sapiens 
<400> 171 

Met Val Phe Pro Met Trp Thr Leu Lys Arg Gin lie Leu lie Leu Phe 

1 5 10 15 

Asn lie lie Leu lie Ser Lys Leu Leu Gly Ala Arg Trp Phe Pro Lys 

20 25 30 

Thr Leu Pro Cys Asp Val Thr Leu Asp Val Pro Lys Asn His Val lie 

35 40 45 

Val Asp Cys Thr Asp Lys His Leu Thr Glu lie Pro Gly Gly lie Pro 

50 55 60 

Thr Asn Thr Thr Asn Leu Thr Leu Thr lie Asn His lie Pro Asp lie 
65 70 75 80 

Ser Pro Ala Ser Phe His Arg Leu Asp His Leu Val Glu lie Asp Phe 

85 90 95 

Arg Cys Asn Cys Val Pro lie Pro Leu Gly Ser Lys Asn Asn Met Cys 

100 105 110 

lie Lys Arg Leu Gin lie Lys Pro Arg Ser Phe Ser Gly Leu Thr Tyr 

115 120 125 

Leu Lys Ser Leu Tyr Leu Asp Gly Asn Gin Leu Leu Glu lie Pro Gin 



- 47 - 



130 

Gly Leu Pro Pro 
145 

Phe Ser lie Arg 

Leu Tyr Leu Gly 
180 

Tyr Ser lie Glu 
195 

Leu Ser Leu Lys 
210 

Ser Thr Leu Thr 
225 

Gin Glu Asp Asp 

Ser Gly Asn Cys 
260 

Cys Lys Asn Asn 
275 

Leu Thr Glu Leu 
290 

Val Pro Pro Arg 
305 

Leu Ser Gin Asn 

His Phe Leu Pro 
340 

Leu Gin Val Tyr 
355 

Leu Lys Ser Leu 
370 

Leu Lys Ser Phe 
385 

Val Leu Asp Leu 

Phe Lys Gin Phe 
420 

lie Ser Pro Ser 
435 

Arg Thr Ser Val 
450 

Tyr Phe Arg Tyr 
465 

Glu Ala Ser Phe 

Thr Leu Asp Leu 
500 

Phe Gin His Leu 
515 

lie Ser Gin Thr 
530 

Asp Asn Asp lie 
545 

Leu Arg Thr Leu 

Glu Gly Asp Asn 
580 

Glu Glu Leu Asp 
595 



135 

Ser Leu Gin Leu 
150 

Lys Glu Asn Leu 
165 

Gin Asn Cys Tyr 

Lys Asp Ala Phe 
200 

Asp Asn Asn Val 
215 

Glu Leu Tyr Leu 
230 

Phe Asn Asn Leu 
245 

Pro Arg Cys Tyr 

Ser Pro Leu Gin 
280 

Lys Val Leu Arg 
295 

Trp Phe Lys Asn 
310 

Phe Leu Ala Lys 
325 

Ser Leu lie Gin 

Arg Ala Ser Met 
360 

Lys lie Leu Arg 
375 

Asn Leu Ser Pro 
390 

Gly Thr Asn Phe 
405 

Lys Arg Leu Lys 

Gly Asp Ser Ser 
440 

Glu Ser Tyr Glu 
455 

Asp Lys Tyr Ala 
470 

Met Ser Val Asn 
485 

Ser Lys Asn Ser 

Ser Phe Leu Lys 
520 

Leu Asn Gly Ser 
535 

Ser Ser Ser Thr 
550 

Glu Phe Arg Gly 
565 

Arg Tyr Leu Gin 

lie Ser Lys Asn 
600 



140 

Leu Ser Leu Glu 
155 

Thr Glu Leu Ala 
170 

Tyr Arg Asn Pro 
185 

Leu Asn Leu Thr 

Thr Ala Val Pro 
220 

Tyr Asn Asn Met 
235 

Asn Gin Leu Gin 
250 

Asn Ala Pro Phe 
265 

lie Pro Val Asn 

Leu His Ser Asn 
300 

lie Asn Lys Leu 
315 

Glu lie Gly Asp 
330 

Leu Asp Leu Ser 
345 

Asn Leu Ser Gin 

lie Arg Gly Tyr 
380 

Leu His Asn Leu 
395 

lie Lys lie Ala 
410 

Val lie Asp Leu 
425 

Glu Val Gly Phe 

Pro Gin Val Leu 
460 

Arg Ser Cys Arg 
475 

Glu Ser Cys Tyr 
490 

lie Phe Phe Val 
505 

Cys Leu Asn Leu 

Glu Phe Gin Pro 
540 

Ser Arg Thr Met 
555 

Asn His Leu Asp 
570 

Leu Phe Lys Asn 
585 

Ser Leu Ser Phe 
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Ala Asn Asn lie 
160 

Asn lie Glu lie 
175 

Cys Tyr Val Ser 
190 

Lys Leu Lys Val 
205 

Thr Val Leu Pro 

lie Ala Lys lie 
240 

lie Leu Asp Leu 
255 

Pro Cys Ala Pro 
270 

Ala Phe Asp Ala 
285 

Ser Leu Gin His 

Gin Glu Leu Asp 
320 

Ala Lys Phe Leu 
335 

Phe Asn Phe Glu 
350 

Ala Phe Ser Ser 
365 

Val Phe Lys Glu 

Gin Asn Leu Glu 
400 

Asn Leu Ser Met 
415 

Ser Val Asn Lys 
430 

Cys Ser Asn Ala 
445 

Glu Gin Leu His 

Phe Lys Asn Lys 
480 

Lys Tyr Gly Gin 
495 

Lys Ser Ser Asp 
510 

Ser Gly Asn Leu 
525 

Leu Met Met Asn 

Glu Ser Glu Ser 
560 

Val Leu Trp Arg 
575 

Leu Leu Lys Leu 
590 

Leu Pro Ser Gly 
605 



Val Phe Asp Gly 
610 

Asn Gly Leu Lys 
625 

Leu Glu Thr Leu 

Arg Leu Ser Asn 
660 

Asn Gin lie Arg 
675 

Leu Arg Tyr Leu 
690 

Thr Ser Phe Pro 
705 

His His Asn Arg 

Trp Val Asn His 
740 

Thr Cys Val Gly 
755 

Asp Leu Tyr Thr 
770 

Leu Ser lie Ser 
785 

His Leu Tyr Phe 

Lys lie Lys Gly 
820 

Ala Phe lie Val 
835 

Leu Ala Glu Leu 
850 

Asn Leu Cys Leu 
865 

Glu Asn Leu Ser 

Met Thr Asp Lys 
900 

Leu Ser His Gin 
915 

lie Phe Leu Glu 
930 

Lys Arg Leu Cys 
945 

Ala His Pro Tyr 

Asn His Val Ala 
980 

<210> 172 
<211> 1049 
<212> PRT 
< 2 1 3 > Homo 

<400> 172 
Met Val Phe Pro 
1 

Asn lie lie Leu 
20 



Met 


Pro 


Pro 


Asn 






615 




Ser 


Phe 


Ser 


Trp 




6 3 0 






Asp 


Leu 


Ser 


u-j c: 


64 5 








Cys 


Ser 


Arg 


Ser 


Ser 


Leu 


Thr 


Lys 








OoU 


Asp 


Leu 


Ser 


Ser 






695 




LilU 


Asn 


vax 


Leu 




710 






rfie 


Leu 


Cys 


x LIL. 


72 5 








Thr 


Glu 


val 


Thr 


Pro 


uiy 


A "1 -} 
M.J. ct 


ri J. o 








7 60 


Cys 


Glu 


Leu 


Asp 






775 




vai 


Ser 


Leu 


rflc 




790 






Trp 


Asp 


vai 


Trp 


8 05 








Tyr 




Arg 


Leu 


Tyr 


Asp 


Thr 


Lys 








84 0 


Val 


Ala 


Lys 


Leu 






855 




\j 1U 


OIU 


Arg 


Asp 




870 






Gin 


Ser 


lie 


Oin 


8 85 








Tyr 


Aid 


Lys 


i nr 


Arg 


Leu 


Ma 


Asp 








q o n 

y 2. o 


Lys 


tr L.KJ 


Phe 


Gin 






935 




Gly 


Ser 


Ser 


Val 




950 






Phe 


Trp 


Gin 


Cys 


965 








Tyr 


Ser 


Gin 


Val 



sapiens 



Met Trp Thr Leu 
5 

lie Ser Lys Leu 



Leu 


Lys 


Asn 


Leu 








62 0 


Lys 


Lys 


Leu 


Gin 






635 




Asn 


Pin 


Leu 


i nr 




c c n 






Leu 


Lys 


Asn 


Leu 


a ez c 

ODD 








TV/ -y- 

xyr 


flic; 


j^eu 




Asn 


- 

Lys 


x jl e 


bin 








/ 0 0 


Asn 


Asn 


Leu 


Lys 






715 




Cys 


Asp 


Aia 


vai 




n T a 






lie 


Pro 


Tyr 


Leu 


/4 b 








Lys 




Lj-L n 


Ser 


Leu 


Thr 


Asn 


Leu 








7 8 0 


Leu 


Met 


Val 


Met 






795 




Tyr 


Tin 

± ±e 


Tyr 


rll S 




810 






x jl e 


Ser 


Pro 


Asp 


82 5 








Asp 


Pro 


Aid 


vai 


GlU 


Asp 


Pro 


Arg 








86 0 


Trp 


Leu 


Pro 


Gly 






875 




Leu 


Ser 


Lys 


Lys 




O Q 






CjIU 


Asn 


rne 


Lys 


Of* r 

yub 








Pi n 
LjJ_U 


Lys 


Vdl 


Asp 


Lys 


s e r 


Lys 


rile 








940 


Leu 


Glu 


Trp 


Pro 






955 




Leu 


Lys 


Asn 


Ala 




970 






Phe 


Lys 


Glu 


Thr 



985 



Lys Arg Gin lie 
10 

Leu Gly Ala Arg 
25 



Ser Leu Ala Lys 

Cys Leu Lys Asn 
640 

Thr Val Pro Glu 
655 

lie Leu Lys Asn 
670 

Asp Ala Phe Gin 
685 

Met lie Gin Lys 

Met Leu Leu Leu 
720 

Trp Phe Val Trp 
735 

Ala Thr Asp Val 
750 

Val lie Ser Leu 
765 

lie Leu Phe Ser 

Met Thr Ala Ser 
800 

Phe Cys Lys Ala 
815 

Cys Cys Tyr Asp 
830 

Thr Glu Trp Val 
845 

Glu Lys His Phe 

Gin Pro Val Leu 
880 

Thr Val Phe Val 
895 

lie Ala Phe Tyr 
910 

Val lie lie Leu 
925 

Leu Gin Leu Arg 

Thr Asn Pro Gin 
960 

Leu Ala Thr Asp 
975 

Val 



Leu lie Leu Phe 
15 

Trp Phe Pro Lys 
30 
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Thr Leu Pro Cys 
35 

Val Asp Cys Thr 
50 

Thr Asn Thr Thr 
65 

Ser Pro Ala Ser 

Arg Cys Asn Cys 
100 

lie Lys Arg Leu 
115 

Leu Lys Ser Leu 
130 

Gly Leu Pro Pro 
145 

Phe Ser lie Arg 

Leu Tyr Leu Gly 
180 

Tyr Ser lie Glu 
195 

Leu Ser Leu Lys 
210 

Ser Thr Leu Thr 
225 

Gin Glu Asp Asp 

Ser Gly Asn Cys 
260 

Cys Lys Asn Asn 
275 

Leu Thr Glu Leu 
290 

Val Pro Pro Arg 
305 

Leu Ser Gin Asn 

His Phe Leu Pro 
340 

Leu Gin Val Tyr 
355 

Leu Lys Ser Leu 
370 

Leu Lys Ser Phe 
385 

Val Leu Asp Leu 

Phe Lys Gin Phe 
420 

lie Ser Pro Ser 
435 

Arg Thr Ser Val 
450 

Tyr Phe Arg Tyr 
465 

Glu Ala Ser Phe 
Thr Leu Asp Leu 



Asp Val Thr Leu 
40 

Asp Lys His Leu 
55 

Asn Leu Thr Leu 
70 

Phe His Arg Leu 
85 

Val Pro lie Pro 

Gin lie Lys Pro 
120 

Tyr Leu Asp Gly 
135 

Ser Leu Gin Leu 
150 

Lys Glu Asn Leu 
165 

Gin Asn Cys Tyr 

Lys Asp Ala Phe 
200 

Asp Asn Asn Val 
215 

Glu Leu Tyr Leu 
230 

Phe Asn Asn Leu 
245 

Pro Arg Cys Tyr 

Ser Pro Leu Gin 
280 

Lys Val Leu Arg 
295 

Trp Phe Lys Asn 
310 

Phe Leu Ala Lys 
325 

Ser Leu lie Gin 

Arg Ala Ser Met 
360 

Lys lie Leu Arg 
375 

Asn Leu Ser Pro 
390 

Gly Thr Asn Phe 
405 

Lys Arg Leu Lys 

Gly Asp Ser Ser 
440 

Glu Ser Tyr Glu 
455 

Asp Lys Tyr Ala 
470 

Met Ser Val Asn 
485 

Ser Lys Asn Ser 



Asp Val Pro Lys 

Thr Glu lie Pro 
60 

Thr lie Asn His 
75 

Asp His Leu Val 
90 

Leu Gly Ser Lys 
105 

Arg Ser Phe Ser 

Asn Gin Leu Leu 
140 

Leu Ser Leu Glu 
155 

Thr Glu Leu Ala 
170 

Tyr Arg Asn Pro 
185 

Leu Asn Leu Thr 

Thr Ala Val Pro 
220 

Tyr Asn Asn Met 
235 

Asn Gin Leu Gin 
250 

Asn Ala Pro Phe 
265 

lie Pro Val Asn 

Leu His Ser Asn 
300 

lie Asn Lys Leu 
315 

Glu lie Gly Asp 
330 

Leu Asp Leu Ser 
345 

Asn Leu Ser Gin 

lie Arg Gly Tyr 
380 

Leu His Asn Leu 
395 

lie Lys lie Ala 
410 

Val lie Asp Leu 
425 

Glu Val Gly Phe 

Pro Gin Val Leu 
460 

Arg Ser Cys Arg 
475 

Glu Ser Cys Tyr 
490 

lie Phe Phe Val 



Asn His Val He 
45 

Gly Gly He Pro 

He Pro Asp He 
80 

Glu He Asp Phe 
95 

Asn Asn Met Cys 
110 

Gly Leu Thr Tyr 
125 

Glu He Pro Gin 

Ala Asn Asn He 
160 

Asn He Glu He 
175 

Cys Tyr Val Ser 
190 

Lys Leu Lys Val 
205 

Thr Val Leu Pro 

He Ala Lys He 
240 

He Leu Asp Leu 
255 

Pro Cys Ala Pro 
270 

Ala Phe Asp Ala 
285 

Ser Leu Gin His 

Gin Glu Leu Asp 
320 

Ala Lys Phe Leu 
335 

Phe Asn Phe Glu 
350 

Ala Phe Ser Ser 
365 

Val Phe Lys Glu 

Gin Asn Leu Glu 
400 

Asn Leu Ser Met 
415 

Ser Val Asn Lys 
430 

Cys Ser Asn Ala 
445 

Glu Gin Leu His 

Phe Lys Asn Lys 
480 

Lys Tyr Gly Gin 
495 

Lys Ser Ser Asp 



500 

Phe Gin His Leu 
515 

lie Ser Gin Thr 
530 

Arg Tyr Leu Asp 
545 

Ala Phe Glu Glu 

Ser His Tyr Phe 
580 

Lys Asn Leu Lys 
595 

Ser Ser Ser Thr 
610 

Glu Phe Arg Gly 
625 

Arg Tyr Leu Gin 

lie Ser Lys Asn 
660 

Met Pro Pro Asn 
675 

Ser Phe Ser Trp 
690 

Asp Leu Ser His 
705 

Cys Ser Arg Ser 

Ser Pro Thr Lys 
740 

Asp Leu Ser Ser 
755 

Glu Asn Val Leu 
770 

Phe Leu Cys Thr 
785 

Thr Glu Val Thr 

Pro Gly Ala His 
820 

Cys Glu Leu Asp 
835 

Val Ser Leu Phe 
850 

Trp Asp Val Trp 
865 

Tyr Gin Arg Leu 

Tyr Asp Thr Lys 
900 

Val Ala Lys Leu 
915 

Glu Glu Arg Asp 
930 

Gin Ser lie Gin 
945 

Tyr Ala Lys Thr 



Ser Phe Leu Lys 
520 

Leu Asn Gly Ser 
535 

Phe Ser Asn Asn 
550 

Leu His Lys Leu 
565 

Gin Ser Glu Gly 

Val Leu Gin Lys 
600 

Ser Arg Thr Met 
615 

Asn His Leu Asp 
630 

Leu Phe Lys Asn 
645 

Ser Leu Ser Phe 

Leu Lys Asn Leu 
680 

Lys Lys Leu Gin 
695 

Asn Gin Leu Thr 
710 

His Lys Asn Leu 
725 

Tyr Phe Leu Gin 

Asn Lys lie Gin 
760 

Asn Asn Leu Lys 
775 

Cys Asp Ala Val 
790 

lie Pro Tyr Leu 
805 

Lys Gly Gin Ser 

Leu Thr Asn Leu 
840 

Leu Met Val Met 
855 

Tyr lie Tyr His 
870 

lie Ser Pro Asp 
885 

Asp Pro Ala Val 

Glu Asp Pro Arg 
920 

Trp Leu Pro Gly 
935 

Leu Ser Lys Lys 
950 

Glu Asn Phe Lys 
965 



505 

Cys Leu Asn Leu 

Glu Phe Gin Pro 
540 

Arg Leu Asp Leu 
555 

Glu Val Leu Asp 
570 

lie Thr His Met 
585 

Leu Met Met Asn 

Glu Ser Glu Ser 
620 

Val Leu Trp Arg 
635 

Leu Leu Lys Leu 
650 

Leu Pro Ser Gly 
665 

Ser Leu Ala Lys 

Cys Leu Lys Asn 
700 

Thr Val Pro Glu 
715 

lie Leu Lys Asn 
730 

Asp Ala Phe Gin 
745 

Met lie Gin Lys 

Met Leu Leu Leu 
780 

Trp Phe Val Trp 
795 

Ala Thr Asp Val 
810 

Val lie Ser Leu 
825 

lie Leu Phe Ser 

Met Thr Ala Ser 
860 

Phe Cys Lys Ala 
875 

Cys Cys Tyr Asp 
890 

Thr Glu Trp Val 
905 

Glu Lys His Phe 

Gin Pro Val Leu 
940 

Thr Val Phe Val 
955 

lie Ala Phe Tyr 
970 
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510 

Ser Gly Asn Leu 
525 

Leu Ala Glu Leu 

Leu His Ser Thr 
560 

lie Ser Ser Asn 
575 

Leu Asn Phe Thr 
590 

Asp Asn Asp lie 
605 

Leu Arg Thr Leu 

Glu Gly Asp Asn 
640 

Glu Glu Leu Asp 
655 

Val Phe Asp Gly 
670 

Asn Gly Leu Lys 
685 

Leu Glu Thr Leu 

Arg Leu Ser Asn 
720 

Asn Gin lie Arg 
735 

Leu Arg Tyr Leu 
750 

Thr Ser Phe Pro 
765 

His His Asn Arg 

Trp Val Asn His 
800 

Thr Cys Val Gly 
815 

Asp Leu Tyr Thr 
830 

Leu Ser lie Ser 
845 

His Leu Tyr Phe 

Lys lie Lys Gly 
880 

Ala Phe lie Val 
895 

Leu Ala Glu Leu 
910 

Asn Leu Cys Leu 
925 

Glu Asn Leu Ser 

Met Thr Asp Lys 
960 

Leu Ser His Gin 
975 



Pro Asn Leu Leu 
225 

Gin Glu Asn Asp 

Ser Gly Asn Cys 
260 

Cys Glu Asn Asn 
275 

Leu Thr Glu Leu 
290 

Val Pro Pro Thr 
305 

Leu Ser Gin Asn 

His Phe Leu Pro 
340 

Leu Gin Val Tyr 
355 

Leu Glu Asn Leu 
370 

Leu Lys Asn Ser 
385 

Val Leu Asp Leu 

Phe Lys His Phe 
420 

lie Ser Pro Ser 
435 

Gin Thr Ser Val 
450 

Tyr Phe Arg Tyr 
465 

Glu Pro Pro Ser 

Gin Thr Leu Asp 
500 

Asp Phe Gin His 
515 

Thr lie Gly Gin 
530 

Leu Arg Tyr Leu 

.54 5 

Thr Ala Phe Glu 

Asn Ser His Tyr 
580 

Thr Lys Lys Leu 
595 

lie Ser Thr Ser 
610 

Leu Glu Phe Arg 
625 

Asn Arg Tyr Leu 

Asp lie Ser Arg 
660 

Gly Met Pro Pro 
675 

Lys Ser Phe Phe 



Glu Leu Tyr Leu 
230 

Phe Asn Asn Leu 
245 

Pro Arg Cys Tyr 

Ser Pro Leu Gin 
280 

Lys Val Leu Arg 
295 

Trp Phe Lys Asn 
310 

Tyr Leu Ala Arg 
325 

Asn Leu Val Glu 

His Ala Ser lie 
360 

Lys lie Leu Arg 
375 

Ser Leu Ser Val 
390 

Gly Thr Asn Phe 
405 

Glu Asn Leu Lys 

Glu Glu Ser Arg 
440 

Asp Arg His Gly 
455 

Asp Glu Tyr Ala 
470 

Phe Leu Pro Leu 
485 

Leu Ser Arg Asn 

Leu Ser Phe Leu 
520 

Thr Leu Asn Gly 
535 

Asp Phe Ser Asn 
550 

Glu ,Leu Gin Ser 
565 

Phe Gin Ala Glu 

Arg Leu Leu Asp 
600 

Ala Ser Arg Thr 
615 

Gly Asn His Leu 
630 

Asp Phe Phe Lys 
645 

Asn Ser Leu Asn 

Asn Leu Lys Asn 
680 

Trp Asp Arg Leu 



Tyr Asn Asn lie 
235 

Asn Glu Leu Gin 
250 

Asn Val Pro Tyr 
265 

lie His Asp Asn 

Leu His Ser Asn 
300 

Met Arg Asn Leu 
315 

Glu lie Glu Glu 
330 

Leu Asp Phe Ser 
345 

Thr Leu Pro His 

Val Lys Gly Tyr 
380 

Leu His Lys Leu 
395 

lie Lys lie Ala 
410 

Leu lie Asp Leu 
425 

Glu Val Gly Phe 

Pro Gin Val Leu 
460 

Arg Ser Cys Arg 
475 

Asn Ala Asp Cys 
490 

Asn lie Phe Phe 
505 

Lys Cys Leu Asn 

Ser Glu Leu Trp 
540 

Asn Arg Leu Asp 
555 

Leu Glu Val Leu 
570 

Gly He Thr His 
585 

Lys Leu Met Met 

Met Glu Ser Asp 
620 

Asp Val Leu Trp 
635 

Asn Leu Phe Asn 
650 

Ser Leu Pro Pro 
665 

Leu Ser Leu Ala 
Gin Leu Leu Lys 



He Lys Lys He 
240 

Val Leu Asp Leu 
255 

Pro Cys Thr Pro 
270 

Ala Phe Asn Ser 
285 

Ser Leu Gin His 

Gin Glu Leu Asp 
320 

Ala Lys Phe Leu 
335 

Phe Asn Tyr Glu 
350 

Ser Leu Ser Ser 
365 

Val Phe Lys Glu 

Pro Arg Leu Glu 
400 

Asp Leu Asn He 
415 

Ser Val Asn Lys 
430 

Cys Pro Asn Ala 
445 

Glu Ala Leu His 

Phe Lys Asn Lys 
480 

His He Tyr Gly 
495 

He Lys Pro Ser 
510 

Leu Ser Gly Asn 
525 

Pro Leu Arg Glu 

Leu Leu Tyr Ser 
560 

Asp Leu Ser Ser 
575 

Met Leu Asn Phe 
590 

Asn Asp Asn Asp 
605 

Ser Leu Arg He 

Arg Ala Gly Asp 
640 

Leu Glu Val Leu 
655 

Glu Val Phe Glu 
670 

Lys Asn Gly Leu 
685 

His Leu Glu He 



690 695 700 

Leu Asp Leu Ser His Asn Gin Leu Thr Lys Val Pro Glu Arg Leu Ala 
705 710 715 720 

Asn Cys Ser Lys Ser Leu Thr Thr Leu lie Leu Lys His Asn Gin lie 

725 730 735 

Arg Gin Leu Thr Lys Tyr Phe Leu Glu Asp Ala Leu Gin Leu Arg Tyr 

740 745 750 

Leu Asp lie Ser Ser Asn Lys lie Gin Val lie Gin Lys Thr Ser Phe 

755 760 765 

Pro Glu Asn Val Leu Asn Asn Leu Glu Met Leu Val Leu His His Asn 

770 775 780 

Arg Phe Leu Cys Asn Cys Asp Ala Val Trp Phe Val Trp Trp Val Asn 
785 790 795 800 

His Thr Asp Val Thr lie Pro Tyr Leu Ala Thr Asp Val Thr Cys Val 

805 810 815 

Gly Pro Gly Ala His Lys Gly Gin Ser Val lie Ser Leu Asp Leu Tyr 

820 825 830 

Thr Cys Glu Leu Asp Leu Thr Asn Leu lie Leu Phe Ser Val Ser lie 

835 840 845 

Ser Ser Val Leu Phe Leu Met Val Val Met Thr Thr Ser His Leu Phe 

850 855 860 

Phe Trp Asp Met Trp Tyr lie Tyr Tyr Phe Trp Lys Ala Lys lie Lys 
865 870 875 880 

Gly Tyr Gin His Leu Gin Ser Met Glu Ser Cys Tyr Asp Ala Phe lie 

885 890 895 

Val Tyr Asp Thr Lys Asn Ser Ala Val Thr Glu Trp Val Leu Gin Glu 

900 905 910 

Leu Val Ala Lys Leu Glu Asp Pro Arg Glu Lys His Phe Asn Leu Cys 

915 920 925 

Leu Glu Glu Arg Asp Trp Leu Pro Gly Gin Pro Val Leu Glu Asn Leu 

930 935 940 

Ser Gin Ser lie Gin Leu Ser Lys Lys Thr Val Phe Val Met Thr Gin 
945 950 955 960 

Lys Tyr Ala Lys Thr Glu Ser Phe Lys Met Ala Phe Tyr Leu Ser His 

965 970 975 

Gin Arg Leu Leu Asp Glu Lys Val Asp Val lie lie Leu lie Phe Leu 

980 985 990 

Glu Lys Pro Leu Gin Lys Ser Lys Phe Leu Gin Leu Arg Lys Arg Leu 

995 1000 1005 

Cys Arg Ser Ser Val Leu Glu Trp Pro Ala Asn Pro Gin Ala His Pro 

1010 1015 1020 

Tyr Phe Trp Gin Cys Leu Lys Asn Ala Leu Thr Thr Asp Asn His Val 
1025 1030 1035 1040 

Ala Tyr Ser Gin Met Phe Lys Glu Thr Val 
1045 1050 



<210> 176 
<211> 66 
<212> PRT 
<213> Mus 



musculus 



<400> 176 

Val Asp Val lie lie Leu lie Phe Leu Val Lys Pro Phe Gin Lys Phe 

1 5 10 15 

Asn Phe Leu Leu Arg Lys Arg lie Ser Arg Ser Ser Val Leu Glu Cys 

20 25 30 

Pro Pro Asn Pro Gin Ala His Pro Tyr Phe Cys Gin Cys Leu Lys Asn 

35 40 45 

Ala Leu Thr Thr Asp Asn His Val Ala Tyr Ser Gin Met Phe Lys Glu 
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50 55 60 

Thr Val 
65 







1 77 

XII 
























































PPT 1 
rK x 


























<213> 


Mus 


musculus 






















^ *i \J \J ^ 


1 77 

x / / 
























Vjlll 


Lys Ser 


Lys 


Phe 


Leu Gin 


Leu 


Arg 


Lys 


Arg 


Leu 




Arg 


Ser 


Ser 


"1 
J. 






5 








x u 










1 D 




Val 


Leu Glu 


Trp 


Pro 


Ala Asn 


Pro 


Gin 


Ala 


His 


Pro 


Tyr 


Phe 


Trp 


Gin 






20 








25 










30 






Cys 


Jjcu ijys 


Asn 


Ala 


Leu Thr 


Thr 


Asp 


Asn 


nib 


Vdl 


AX ci 


Tyr 


Ser 


bin 




3 5 








4 0 










4 5 










Phe Lys 


Pin 
OIU 


Thr 


Val 






















b u 




























< Z 1 KJ > 


1 7 H 
I/O 


























< 2 11 > 


f- Q 


























< z i z > 


"DDT 1 


























<213> 


Mus 


musculus 






















<400 > 


1 / o 
























Leu 


Gly Lys 


Pro 


Leu 


Gin Lys 


Ser 


Lys 


rfie 


Leu 


(jin 


Leu 


Arg 


Lys 


Arg 


1 

1 






5 








X U 










lb 




Leu 


Cys Arg 


Ser 


Ser 


Val Leu 


Glu 


Trp 


Pro 


Ala 


Asn 


Pro 


Gin 


Ala 


His 






20 








25 










30 






Pro 


iyr rne 


Trp 


Gin 


Cys Leu 


Lys 


Asn 


ai a 


Leu 


i nr 


i nr 


Asp 


Asn 


U -I a 

rll S 












ft u 










ft b 








val 


Ala iyr 


Ser 


Gin 


Met Phe 


Lys 


Pin 
bill 


Thr 


Vdl 




















55 






















<2 10 > 


1 7 Q 


























< .z x x > 


O ft 


























< Z X z > 


DPT 
rK X 


























^91 Ts 

< ^ X J > 


Mus 


musculus 






















< ft u u > 


T 7 Q 

X / J7 
























He 


Glu Thr 


Phe 


Gin 


Met Pro 


Ser 


Phe 


Leu 


Ser 


He 


Gin 


Arg 


Leu 


Leu 


T 

X 






5 








i n 

X u 










X 3 




Asp 


Asp Lys 


Val 


Asp 


Val He 


He 


Leu 


He 


Phe 


Leu 


Glu 


Pro 


Leu 


Lys 














7 ^ 
















OCX 


J-t y o rlic 


UCu 


Gin 


Leu Arg 




**rg 




uys 




OCX 


O C X 


v d x 


T i 
JJCU 




J b 








ft U 










fl b 








Glu 


Trp Pro 


Ala 


Asn 


Pro Gin 


Ala 


His 


Pro 


Tyr 


Phe 


Trp 


Gin 


Cys 


Leu 




50 






55 










60 










Lys 


Asn Ala 


Leu 


Thr 


Thr Asp 


Asn 


His 


Val 


Ala 


Tyr 


Ser 


Gin 


Met 


Phe 


65 








70 








75 










80 


Lys 


Glu Thr 


Val 






*- 




















<210> 


180 


























<211> 


25 


























<212> 


DNA 

























<213> Artificial Sequence 



<220> 
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agttttcagt ggcaatcgcc ttgacatttt gtggaatgat gatgacaaca ggtatatctc 1980 

cattttcaaa ggtctcaaga atctgacacg tctggattta tcccttaata ggctgaagca 2040 

catcccaaat gaagcattcc ttaatttgcc agcgagtctc actgaactac atataaatga 2100 

taatatgtta aagtttttta actggacatt actccagcag tttcctcgtc tcgagttgct 2160 

tgacttacgt ggaaacaaac tactcttttt aactgatagc ctatctgact ttacatcttc 2220 

ccttcggaca ctgctgctga gtcataacag gatttcccac ctaccctctg gctttctttc 2280 

tgaagtcagt agtctgaagc acctcgattt aagttccaat ctgctaaaaa caatcaacaa 2340 

atccgcactt gaaactaaga ccaccaccaa attatctatg ttggaactac acggaaaccc 2400 

ctttgaatgc acctgtgaca ttggagattt ccgaagatgg atggatgaac atctgaatgt 2460 

caaaattccc agactggtag atgtcatttg tgccagtcct ggggatcaaa gagggaagag 2520 

tattgtgagt ctggagctaa caacttgtgt ttcagatgtc actgcagtga tattattttt 2580 

cttcacgttc tttatcacca ccatggttat gttggctgcc ctggctcacc atttgtttta 2640 

ctgggatgtt tggtttatat ataatgtgtg tttagctaag gtaaaaggct acaggtctct 2700 

ttccacatcc caaactttct atgatgctta catttcttat gacaccaaag acgcctctgt 2760 

tactgactgg gtgataaatg agctgcgcta ccaccttgaa gagagccgag acaaaaacgt 2 82 0 

tctcctttgt ctagaggaga gggattggga cccgggattg gccatcatcg acaacctcat 2880 

gcagagcatc aaccaaagca agaaaacagt atttgtttta accaaaaaat atgcaaaaag 2940 

ctggaacttt aaaacagctt tttacttggc tttgcagagg ctaatggatg agaacatgga 3000 

tgtgattata tttatcctgc tggagccagt gttacagcat tctcagtatt tgaggctacg 3060 

gcagcggatc tgtaagagct ccatcctcca gtggcctgac aacccgaagg cagaaggctt 312 0 

gttttggcaa actctgagaa atgtggtctt gactgaaaat gattcacggt ataacaatat 3180 

gtatgtcgat tccattaagc aatactaact gacgttaagt catgatttcg cgcaatcact 3240 

agtgaattcg cggccgcctg caggtcgacc atatgggaga gctcccaacg cgttggatgc 3300 

atagcttgag 3310 



<210> 183 

<211> 3123 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (0) ... (0) 

<22 3> Human TLR8 ORF 



<400> 183 

atggaaaaca tgttccttca gtcgtcaatg ctgacctgca ttttcctgct aatatctggt 60 

tcctgtgagt tatgcgccga agaaaatttt tctagaagct atccttgtga tgagaaaaag 120 

caaaatgact cagttattgc agagtgcagc aatcgtcgac tacaggaagt tccccaaacg 180 

gtgggcaaat atgtgacaga actagacctg tctgataatt tcatcacaca cataacgaat 240 

gaatcatttc aagggctgca aaatctcact aaaataaatc taaaccacaa ccccaatgta 300 

cagcaccaga acggaaatcc cggtatacaa tcaaatggct tgaatatcac agacggggca 360 

ttcctcaacc taaaaaacct aagggagtta ctgcttgaag acaaccagtt accccaaata 420 

ccctctggtt tgccagagtc tttgacagaa cttagtctaa ttcaaaacaa tatatacaac 480 

ataactaaag agggcatttc aagacttata aacttgaaaa atctctattt ggcctggaac 540 

tgctatttta acaaagtttg cgagaaaact aacatagaag atggagtatt tgaaacgctg 600 

acaaatttgg agttgctatc actatctttc aattctcttt cacacgtgcc acccaaactg 660 

ccaagctccc tacgcaaact ttttctgagc aacacccaga tcaaatacat tagtgaagaa 720 

gatttcaagg gattgataaa tttaacatta ctagatttaa gcgggaactg tccgaggtgc 780 

ttcaatgccc catttccatg cgtgccttgt gatggtggtg cttcaattaa tatagatcgt 840 

tttgcttttc aaaacttgac ccaacttcga tacctaaacc tctctagcac ttccctcagg 900 

aagattaatg ctgcctggtt taaaaatatg cctcatctga aggtgctgga tcttgaattc 960 

aactatttag tgggagaaat agcctctggg gcatttttaa cgatgctgcc ccgcttagaa 1020 

atacttgact tgtcttttaa ctatataaag gggagttatc cacagcatat taatatttcc 1080 

agaaacttct ctaaactttt gtctctacgg gcattgcatt taagaggtta tgtgttccag 1140 

gaactcagag aagatgattt ccagcccctg atgcagcttc caaacttatc gactatcaac 1200 

ttgggtatta attttattaa gcaaatcgat ttcaaacttt tccaaaattt ctccaatctg 1260 

gaaattattt acttgtcaga aaacagaata tcaccgttgg taaaagatac ccggcagagt 1320 

tatgcaaata gttcctcttt tcaacgtcat atccggaaac gacgctcaac agattttgag 1380 
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tttgacccac attcgaactt ttatcatttc acccgtcctt taataaagcc acaatgtgct 1440 

gcttatggaa aagccttaga tttaagcctc aacagtattt tcttcattgg gccaaaccaa 1500 

tttgaaaatc ttcctgacat tgcctgttta aatctgtctg caaatagcaa tgctcaagtg 1560 

ttaagtggaa ctgaattttc agccattcct catgtcaaat atttggattt gacaaacaat 1620 

agactagact ttgataatgc tagtgctctt actgaattgt ccgacttgga agttctagat 1680 

ctcagctata attcacacta tttcagaata gcaggcgtaa cacatcatct agaatttatt 1740 

caaaatttca caaatctaaa agttttaaac ttgagccaca acaacattta tactttaaca 1800 

gataagtata acctggaaag caagtccctg gtiagaattag ttttcagtgg caatcgcctt 1860 

gacattttgt ggaatgatga tgacaacagg tatatctcca ttttcaaagg tctcaagaat 1920 

ctgacacgtc tggatttatc ccttaatagg ctgaagcaca tcccaaatga agcattcctt 1980 

aatttgccag cgagtctcac tgaactacat ataaatgata atatgttaaa gttttttaac 2040 

tggacattac tccagcagtt tcctcgtctc gagttgcttg acttacgtgg aaacaaacta 2100 

ctctttttaa ctgatagcct atctgacttt acatcttccc ttcggacact gctgctgagt 2160 

cataacagga tttcccacct accctctggc tttctttctg aagtcagtag tctgaagcac 2220 

ctcgatttaa gttccaatct gctaaaaaca atcaacaaat ccgcacttga aactaagacc 2280 

accaccaaat tatctatgtt ggaactacac ggaaacccct ttgaatgcac ctgtgacatt 2340 

ggagatttcc gaagatggat ggatgaacat ctgaatgtca aaattcccag actggtagat 2400 

gtcatttgtg ccagtcctgg ggatcaaaga gggaagagta ttgtgagtct ggagctaaca 2460 

acttgtgttt cagatgtcac tgcagtgata ttatttttct tcacgttctt tatcaccacc 2520 

atggttatgt tggctgccct ggctcaccat ttgttttact gggatgtttg gtttatatat 2580 

aatgtgtgtt tagctaaggt aaaaggctac aggtctcttt ccacatccca aactttctat 2640 

gatgcttaca tttcttatga caccaaagac gcctctgtta ctgactgggt gataaatgag 2700 

ctgcgctacc accttgaaga gagccgagac aaaaacgttc tcctttgtct agaggagagg 2760 

gattgggacc cgggattggc catcatcgac aacctcatgc agagcatcaa ccaaagcaag 2820 

aaaacagtat ttgttttaac caaaaaatat gcaaaaagct ggaactttaa aacagctttt 2880 

tacttggctt tgcagaggct aatggatgag aacatggatg tgattatatt tatcctgctg 2940 

gagccagtgt tacagcattc tcagtatttg aggctacggc agcggatctg taagagctcc 3000 

atcctccagt ggcctgacaa cccgaaggca gaaggcttgt tttggcaaac tctgagaaat 3060 

gtggtcttga ctgaaaatga ttcacggtat aacaatatgt atgtcgattc cattaagcaa 3120 

tac 3123 

<210> 184 
<211> 1041 
<212> PRT 

<213> Homo sapiens 



<400> 184 



Met 


Glu 


Asn 


Met 


Phe 


Leu 


Gin 


Ser 


Ser 


Met 


Leu 


Thr 


Cys 


He 


Phe 


Leu 


1 








5 










10 










15 




Leu 


He 


Ser 


Gly 


Ser 


Cys 


Glu 


Leu 


Cys 


Ala 


Glu 


Giu 


Asn 


Phe 


Ser 


Arg 








20 










25 










30 






Ser 


Tyr 


Pro 


Cys 


Asp 


Glu 


Lys 


Lys 


Gin 


Asn 


Asp 


Ser 


Val 


He 


Ala 


Glu 






35 










40 










45 








Cys 


Ser 


Asn 


Arg 


Arg 


Leu 


Gin 


Glu 


Val 


Pro 


Gin 


Thr 


Val 


Gly 


Lys 


Tyr 




50 










55 










60 










Val 


Thr 


Glu 


Leu 


Asp 


Leu 


Ser 


Asp 


Asn 


Phe 


He 


Thr 


His 


He 


Thr 


Asn 


65 










70 










75 










80 


Glu 


Ser 


Phe 


Gin 


Gly 


Leu 


Gin 


Asn 


Leu 


Thr 


Lys 


He 


Asn 


Leu 


Asn 


His 










85 










90 










95 




Asn 


Pro 


Asn 


Val 


Gin 


His 


Gin 


Asn 


Gly 


Asn 


Pro 


Gly 


He 


Gin 


Ser 


Asn 








100 










105 










110 






Gly 


Leu 


Asn 


He 


Thr 


Asp 


Gly 


Ala 


Phe 


Leu 


Asn 


Leu 


Lys 


Asn 


Leu 


Arg 






115 










120 










125 








Glu 


Leu 


Leu 


Leu 


Glu 


Asp 


Asn 


Gin 


Leu 


Pro 


Gin 


He 


Pro 


Ser 


Gly 


Leu 




130 










135 










140 










Pro 


Glu 


Ser 


Leu 


Thr 


Glu 


Leu 


Ser 


Leu 


He 


Gin 


Asn 


Asn 


He 


Tyr 


Asn 


145 










150 










155 










160 


He 


Thr 


Lys 


Glu 


Gly 


He 


Ser 


Arg 


Leu 


He 


Asn 


Leu 


Lys 


Asn 


Leu 


Tyr 



165 170 175 
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Leu Ala Trp Asn 
180 

Glu Asp Gly Val 
195 

Ser Phe Asn Ser 
210 

Arg Lys Leu Phe 
225 

Asp Phe Lys Gly 

Cys Pro Arg Cys 
260 

Gly Ala Ser lie 
275 

Leu Arg Tyr Leu 
290 

Ala Trp Phe Lys 
305 

Asn Tyr Leu Val 

Pro Arg Leu Glu 
340 

Tyr Pro Gin His 
355 

Leu Arg Ala Leu 
370 

Asp Asp Phe Gin 
385 

Leu Gly lie Asn 

Phe Ser Asn Leu 
420 

Leu Val Lys Asp 
435 

Arg His lie Arg 
450 

Ser Asn Phe Tyr 
465 

Ala Tyr Gly Lys 

Gly Pro Asn Gin 
500 

Ser Ala Asn Ser 
515 

lie Pro His Val 
530 

Asp Asn Ala Ser 
545 

Leu Ser Tyr Asn 

Leu Glu Phe lie 
580 

His Asn Asn lie 
595 

Ser Leu Val Glu 
610 

Asn Asp Asp Asp 
625 

Leu Thr Arg Leu 



Cys Tyr Phe Asn 

Phe Glu Thr Leu 
200 

Leu Ser His Val 
215 

Leu Ser Asn Thr 
230 

Leu lie Asn Leu 
245 

Phe Asn Ala Pro 

Asn lie Asp Arg 
280 

Asn Leu Ser Ser 
295 

Asn Met Pro His 
310 

Gly Glu lie Ala 
325 

lie Leu Asp Leu 

lie Asn lie Ser 
360 

His Leu Arg Gly 
375 

Pro Leu Met Gin 
390 

Phe lie Lys Gin 
405 

Glu lie lie Tyr 

Thr Arg Gin Ser 
440 

Lys Arg Arg Ser 
455 

His Phe Thr Arg 
470 

Ala Leu Asp Leu 
485 

Phe Glu Asn Leu 

Asn Ala Gin Val 
520 

Lys Tyr Leu Asp 
535 

Ala Leu Thr Glu 
550 

Ser His Tyr Phe 
565 

Gin Asn Phe Thr 

Tyr Thr Leu Thr 
600 

Leu Val Phe Ser 
615 

Asn Arg Tyr lie 
630 

Asp Leu Ser Leu 



Lys Val Cys Glu 
185 

Thr Asn Leu Glu 

Pro Pro Lys Leu 
220 

Gin lie Lys Tyr 
235 

Thr Leu Leu Asp 
250 

Phe Pro Cys Val 
265 

Phe Ala Phe Gin 

Thr Ser Leu Arg 
3.0 0 

Leu Lys Val Leu 
315 

Ser Gly Ala Phe 
330 

Ser Phe Asn Tyr 
345 

Arg Asn Phe Ser 

Tyr Val Phe Gin 
380 

Leu Pro Asn Leu 
395 

lie Asp Phe Lys 
410 

Leu Ser Glu Asn 
425 

Tyr Ala Asn Ser 

Thr Asp Phe Glu 
460 

Pro Leu lie Lys 
475 

Ser Leu Asn Ser 
490 

Pro Asp lie Ala 
505 

Leu Ser Gly Thr 

Leu Thr Asn Asn 
540 

Leu Ser Asp Leu 
555 

Arg He Ala Gly 
570 

Asn Leu Lys Val 
585 

Asp Lys Tyr Asn 

Gly Asn Arg Leu 
620 

Ser He Phe Lys 
635 

Asn Arg Leu Lys 
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Lys Thr Asn He 
190 

Leu Leu Ser Leu 
205 

Pro Ser Ser Leu 

He Ser Glu Glu 
240 

Leu Ser Gly Asn 
255 

Pro Cys Asp Gly 
270 

Asn Leu Thr Gin 
285 

Lys He Asn Ala 

Asp Leu Glu Phe 
320 

Leu Thr Met Leu 
335 

He Lys Gly Ser 
350 

Lys Leu Leu Ser 
365 

Glu Leu Arg Glu 

Ser Thr He Asn 
400 

Leu Phe Gin Asn 
415 

Arg He Ser Pro 
430 

Ser Ser Phe Gin 
445 

Phe Asp Pro His 

Pro Gin Cys Ala 
480 

He Phe Phe He 
495 

Cys Leu Asn Leu 
510 

Glu Phe Ser Ala 
525 

Arg Leu Asp Phe 

Glu Val Leu Asp 
560 

Val Thr His His 
575 

Leu Asn Leu Ser 
590 

Leu Glu Ser Lys 
605 

Asp He Leu Trp 

Gly Leu Lys Asn 
640 

His He Pro Asn 



645 650 655 

Glu Ala Phe Leu Asn Leu Pro Ala Ser Leu Thr Glu Leu His lie Asn 

660 665 670 

Asp Asn Met Leu Lys Phe Phe Asn Trp Thr Leu Leu Gin Gin Phe Pro 

675 680 685 

Arg Leu Glu Leu Leu Asp Leu Arg Gly Asn Lys Leu Leu Phe Leu Thr 

690 695 700 

Asp Ser Leu Ser Asp Phe Thr Ser Ser Leu Arg Thr Leu Leu Leu Ser 
705 710 715 720 

His Asn Arg lie Ser His Leu Pro Ser Gly Phe Leu Ser Glu Val Ser 

725 730 735 

Ser Leu Lys His Leu Asp Leu Ser Ser Asn Leu Leu Lys Thr lie Asn 

740 745 750 

Lys Ser Ala Leu Glu Thr Lys Thr Thr Thr Lys Leu Ser Met Leu Glu 

755 760 765 

Leu His Gly Asn Pro Phe Glu Cys Thr Cys Asp lie Gly Asp Phe Arg 

770 775 780 

Arg Trp Met Asp Glu His Leu Asn Val Lys lie Pro Arg Leu Val Asp 
785 790 795 800 

Val lie Cys Ala Ser Pro Gly Asp Gin Arg Gly Lys Ser lie Val Ser 

805 810 815 

Leu Glu Leu Thr Thr Cys Val Ser Asp Val Thr Ala Val lie Leu Phe 

820 825 830 

Phe Phe Thr Phe Phe lie Thr Thr Met Val Met Leu Ala Ala Leu Ala 

835 840 845 

His His Leu Phe Tyr Trp Asp Val Trp Phe lie Tyr Asn Val Cys Leu 

850 855 860 

Ala Lys Val Lys Gly Tyr Arg Ser Leu Ser Thr Ser Gin Thr Phe Tyr 
865 870 875 880 

Asp Ala Tyr lie Ser Tyr Asp Thr Lys Asp Ala Ser Val Thr Asp Trp 

885 890 895 

Val lie Asn Glu Leu Arg Tyr His Leu Glu Glu Ser Arg Asp Lys Asn 

900 905 910 

Val Leu Leu Cys Leu Glu Glu Arg Asp Trp Asp Pro Gly Leu Ala lie 

915 920 925 

lie Asp Asn Leu Met Gin Ser lie Asn Gin Ser Lys Lys Thr Val Phe 

930 935 940 

Val Leu Thr Lys Lys Tyr Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe 
945 950 955 960 

Tyr Leu Ala Leu Gin Arg Leu Met Asp Glu Asn Met Asp Val lie lie 

965 970 975 

Phe lie Leu Leu Glu Pro Val Leu Gin His Ser Gin Tyr Leu Arg Leu 

980 985 990 

Arg Gin Arg lie Cys Lys Ser Ser lie Leu Gin Trp Pro Asp Asn Pro 

995 1000 1005 

Lys Ala Glu Gly Leu Phe Trp Gin Thr Leu Arg Asn Val Val Leu Thr 

1010 1015 1020 

Glu Asn Asp Ser Arg Tyr Asn Asn Met Tyr Val Asp Ser lie Lys Gin 
1025 1030 1035 1040 

Tyr 



<210> 185 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 185 

Met Lys Glu Ser Ser Leu Gin Asn Ser Ser Cys Ser Leu Gly Lys Glu 
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1 

Thr Lys Lys 



5 



10 



15 



<210> 186 
<211> 1041 
<212> PRT 

<213> Homo sapiens 
<400> 186 

Met Glu Asn Met Phe Leu Gin Ser Ser Met Leu Thr Cys lie Phe Leu 

15 10 15 

Leu lie Ser Gly Ser Cys Glu Leu Cys Ala Glu Glu Asn Phe Ser Arg 

20 25 30 

Ser Tyr Pro Cys Asp Glu Lys Lys Gin Asn Asp Ser Val lie Ala Glu 

35 40 45 

Cys Ser Asn Arg Arg Leu Gin Glu Val Pro Gin Thr Val Gly Lys Tyr 

50 55 60 

Val Thr Glu Leu Asp Leu Ser Asp Asn Phe lie Thr His lie Thr Asn 
65 70 75 80 

Glu Ser Phe Gin Gly Leu Gin Asn Leu Thr Lys lie Asn Leu Asn His 

85 90 95 

Asn Pro Asn Val Gin His Gin Asn Gly Asn Pro Gly lie Gin Ser Asn 

100 105 110 

Gly Leu Asn lie Thr Asp Gly Ala Phe Leu Asn Leu Lys Asn Leu Arg 

115 120 125 

Glu Leu Leu Leu Glu Asp Asn Gin Leu Pro Gin lie Pro Ser Gly Leu 

130 135 140 

Pro Glu Ser Leu Thr Glu Leu Ser Leu lie Gin Asn Asn lie Tyr Asn 
145 150 155 160 

lie Thr Lys Glu Gly lie Ser Arg Leu lie Asn Leu Lys Asn Leu Tyr 

165 170 175 

Leu Ala Trp Asn Cys Tyr Phe Asn Lys Val Cys Glu Lys Thr Asn lie 

180 185 190 

Glu Asp Gly Val Phe Glu Thr Leu Thr Asn Leu Glu Leu Leu Ser Leu 

195 200 205 

Ser Phe Asn Ser Leu Ser His Val Pro Pro Lys Leu Pro Ser Ser Leu 

210 215 220 

Arg Lys Leu Phe Leu Ser Asn Thr Gin lie Lys Tyr lie Ser Glu Glu 
225 230 235 240 

Asp Phe Lys Gly Leu lie Asn Leu Thr Leu Leu Asp Leu Ser Gly Asn 

245 250 255 

Cys Pro Arg Cys Phe Asn Ala Pro Phe Pro Cys Val Pro Cys Asp Gly 

260 265 270 

Gly Ala Ser lie Asn lie Asp Arg Phe Ala Phe Gin Asn Leu Thr Gin 

275 280 285 

Leu Arg Tyr Leu Asn Leu Ser Ser Thr Ser Leu Arg Lys lie Asn Ala 

290 295 300 

Ala Trp Phe Lys Asn Met Pro His Leu Lys Val Leu Asp Leu Glu Phe 
305 310 315 320 

Asn Tyr Leu Val Gly Glu lie Ala Ser Gly Ala Phe Leu Thr Met Leu 

325 330 335 

Pro Arg Leu Glu lie Leu Asp Leu Ser Phe Asn Tyr lie Lys Gly Ser 

340 345 350 

Tyr Pro Gin His lie Asn lie Ser Arg Asn Phe Ser Lys Leu Leu Ser 

355 360 365 

Leu Arg Ala Leu His Leu Arg Gly Tyr Val Phe Gin Glu Leu Arg Glu 

370 375 380 

Asp Asp Phe Gin Pro Leu Met Gin Leu Pro Asn Leu Ser Thr lie Asn 
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385 390 395 400 

Leu Gly lie Asn Phe lie Lys Gin lie Asp Phe Lys Leu Phe Gin Asn 

405 410 415 

Phe Ser Asn Leu Glu lie lie Tyr Leu Ser Glu Asn Arg lie Ser Pro 

420 425 430 

Leu Val Lys Asp Thr Arg Gin Ser Tyr Ala Asn Ser Ser Ser Phe Gin 

435 440 445 

Arg His lie Arg Lys Arg Arg Ser Thr Asp Phe Glu Phe Asp Pro His 

450 455 460 

Ser Asn Phe Tyr His Phe Thr Arg Pro Leu lie Lys Pro Gin Cys Ala 
465 470 475 480 

Ala Tyr Gly Lys Ala Leu Asp Leu Ser Leu Asn Ser lie Phe Phe lie 

485 490 495 

Gly Pro Asn Gin Phe Glu Asn Leu Pro Asp lie Ala Cys Leu Asn Leu 

500 505 510 

Ser Ala Asn Ser Asn Ala Gin Val Leu Ser Gly Thr Glu Phe Ser Ala 

515 520 525 

lie Pro His Val Lys Tyr Leu Asp Leu Thr Asn Asn Arg Leu Asp Phe 

530 535 540 

Asp Asn Ala Ser Ala Leu Thr Glu Leu Ser Asp Leu Glu Val Leu Asp 
545 550 555 560 

Leu Ser Tyr Asn Ser His Tyr Phe Arg lie Ala Gly Val Thr His His 

565 570 575 

Leu Glu Phe lie Gin Asn Phe Thr Asn Leu Lys Val Leu Asn Leu Ser 

580 585 590 

His Asn Asn lie Tyr Thr Leu Thr Asp Lys Tyr Asn Leu Glu Ser Lys 

595 600 605 

Ser Leu Val Glu Leu Val Phe Ser Gly Asn Arg Leu Asp lie Leu Trp 

610 615 620 

Asn Asp Asp Asp Asn Arg Tyr lie Ser lie Phe Lys Gly Leu Lys Asn 
625 630 635 640 

Leu Thr Arg Leu Asp Leu Ser Leu Asn Arg Leu Lys His lie Pro Asn 

645 650 655 

Glu Ala Phe Leu Asn Leu Pro Ala Ser Leu Thr Glu Leu His lie Asn 

660 665 670 

Asp Asn Met Leu Lys Phe Phe Asn Trp Thr Leu Leu Gin Gin Phe Pro 

675 680 685 

Arg Leu Glu Leu Leu Asp Leu Arg Gly Asn Lys Leu Leu Phe Leu Thr 

690 695 700 

Asp Ser Leu Ser Asp Phe Thr Ser Ser Leu Arg Thr Leu Leu Leu Ser 
705 710 715 720 

His Asn Arg lie Ser His Leu Pro Ser Gly Phe Leu Ser Glu Val Ser 

725 730 735 

Ser Leu Lys His Leu Asp Leu Ser Ser Asn Leu Leu Lys Thr lie Asn 

740 745 750 

Lys Ser Ala Leu Glu Thr Lys Thr Thr Thr Lys Leu Ser Met Leu Glu 

755 760 765 

Leu His Gly Asn Pro Phe Glu Cys Thr Cys Asp lie Gly Asp Phe Arg 

770 775 780 

Arg Trp Met Asp Glu His Leu Asn Val Lys lie Pro Arg Leu Val Asp 
785 790 795 800 

Val lie Cys Ala Ser Pro Gly Asp Gin Arg Gly Lys Ser lie Val Ser 

805 810 815 

Leu Glu Leu Thr Thr Cys Val Ser Asp Val Thr Ala Val lie Leu Phe 

820 825 830 

Phe Phe Thr Phe Phe lie Thr Thr Met Val Met Leu Ala Ala Leu Ala 

835 840 845 

His His Leu Phe Tyr Trp Asp Val Trp Phe lie Tyr Asn Val Cys Leu 
850 855 860 



Ala Lys Val Lys Gly Tyr Arg Ser Leu Ser Thr Ser Gin Thr Phe Tyr 
865 870 875 880 

Asp Ala Tyr lie Ser Tyr Asp Thr Lys Asp Ala Ser Val Thr Asp Trp 

885 890 895 

Val lie Asn Glu Leu Arg Tyr His Leu Glu Glu Ser Arg Asp Lys Asn 

900 905 910 

Val Leu Leu Cys Leu Glu Glu Arg Asp Trp Asp Pro Gly Leu Ala lie 

915 920 925 

lie Asp Asn Leu Met Gin Ser lie Asn Gin Ser Lys Lys Thr Val Phe 

930 935 940 

Val Leu Thr Lys Lys Tyr Ala Lys Ser Trp Asn Phe Lys Thr Ala Phe 
945 950 955 960 

Tyr Leu Ala Leu Gin Arg Leu Met Asp Glu Asn Met Asp Val lie lie 

965 970 975 

Phe lie Leu Leu Glu Pro Val Leu Gin His Ser Gin Tyr Leu Arg Leu 

980 985 990 

Arg Gin Arg lie Cys Lys Ser Ser lie Leu Gin Trp Pro Asp Asn Pro 

995 1000 1005 

Lys Ala Glu Gly Leu Phe Trp Gin Thr Leu Arg Asn Val Val Leu Thr 

1010 1015 1020 

Glu Asn Asp Ser Arg Tyr Asn Asn Met Tyr Val Asp Ser lie Lys Gin 
1025 1030 1035 1040 

Tyr 



<210> 187 
<211> 1059 
<212> PRT 

<213> Homo sapiens 



<400> 187 
Met Lys Glu Ser 
1 

Thr Lys Lys Glu 
20 

Phe Leu Leu lie 
35 

Ser Arg Ser Tyr 
50 

Ala Glu Cys Ser 
65 

Lys Tyr Val Thr 

Thr Asn Glu Ser 
100 

Asn His Asn Pro 
115 

Ser Asn Gly Leu 
130 

Leu Arg Glu Leu 
145 

Gly Leu Pro Glu 

Tyr Asn lie Thr 
180 

Leu Tyr Leu Ala 
195 

Asn lie Glu Asp 
210 



Ser 


Leu 


Gin 


Asn 


5 








Asn 


Met 


Phe 


Leu 


Ser 


Gly 


Ser 


Cys 








40 


Pro 


Cys 


Asp 


Glu 






55 




Asn 


Arg 


Arg 


Leu 




70 






Glu 


Leu 


Asp 


Leu 


85 








Phe 


Gin 


Gly 


Leu 


Asn 


Val 


Gin 


His 








120 


Asn 


He 


Thr 


Asp 






135 




Leu 


Leu 


Glu 


Asp 




150 






Ser 


Leu 


Thr 


Glu 


165 








Lys 


Glu 


Gly 


He 


Trp 


Asn 


Cys 


Tyr 








200 


Gly 


Val 


Phe 


Glu 






215 





Ser Ser Cys Ser 
10 

Gin Ser Ser Met 
25 

Glu Leu Cys Ala 

Lys Lys Gin Asn 
60 

Gin Glu Val Pro 
75 

Ser Asp Asn Phe 
90 

Gin Asn Leu Thr 
105 

Gin Asn Gly Asn 

Gly Ala Phe Leu 
140 

Asn Gin Leu Pro 
155 

Leu Ser Leu He 
170 

Ser Arg Leu He 
185 

Phe Asn Lys Val 

Thr Leu Thr Asn 
220 



Leu Gly Lys Glu 
15 

Leu Thr Cys He 
30 

Glu Glu Asn Phe 
45 

Asp Ser Val He 

Gin Thr Val Gly 
80 

He Thr His He 
95 

Lys He Asn Leu 
110 

Pro Gly He Gin 
125 

Asn Leu Lys Asn 

Gin He Pro Ser 
160 

Gin Asn Asn He 
175 

Asn Leu Lys Asn 
190 

Cys Glu Lys Thr 
205 

Leu Glu Leu Leu 
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Ser Leu Ser Phe 
225 

Ser Leu Arg Lys 

Glu Glu Asp Phe 
260 

Gly Asn Cys Pro 
275 

Asp Gly Gly Ala 
290 

Thr Gin Leu Arg 
305 

Asn Ala Ala Trp 

Glu Phe Asn Tyr 
340 

Met Leu Pro Arg 
355 

Gly Ser Tyr Pro 
370 

Leu Ser Leu Arg 
385 

Arg Glu Asp Asp 

lie Asn Leu Gly 
420 

Gin Asn Phe Ser 
435 

Ser Pro Leu Val 
450 

Phe Gin Arg His 
465 

Pro His Ser Asn 

Cys Ala Ala Tyr 
500 

Phe lie Gly Pro 
515 

Asn Leu Ser Ala 
530 

Ser Ala lie Pro 
545 

Asp Phe Asp Asn 

Leu Asp Leu Ser 
580 

His His Leu Glu 
595 

Leu Ser His Asn 
610 

Ser Lys Ser Leu 
625 

Leu Trp Asn Asp 

Lys Asn Leu Thr 
660 

Pro Asn Glu Ala 
675 

lie Asn Asp Asn 



Asn Ser Leu Ser 
230 

Leu Phe Leu Ser 
245 

Lys Gly Leu lie 

Arg Cys Phe Asn 
280 

Ser lie Asn lie 
295 

Tyr Leu Asn Leu 
310 

Phe Lys Asn Met 
325 

Leu Val Gly Glu 

Leu Glu lie Leu 
360 

Gin His lie Asn 
375 

Ala Leu His Leu 
390 

Phe Gin Pro Leu 
405 

lie Asn Phe lie 

Asn Leu Glu lie 
440 

Lys Asp Thr Arg 
455 

lie Arg Lys Arg 
470 

Phe Tyr His Phe 
485 

Gly Lys Ala Leu 

Asn Gin Phe Glu 
520 

Asn Ser Asn Ala 
535 

His Val Lys Tyr 
550 

Ala Ser Ala Leu 
565 

Tyr Asn Ser His 

Phe lie Gin Asn 
600 

Asn lie Tyr Thr 
615 

Val Glu Leu Val 
630 

Asp Asp Asn Arg 
645 

Arg Leu Asp Leu 

Phe Leu Asn Leu 
680 

Met Leu Lys Phe 



His Val Ser Pro 
235 

Asn Thr Gin lie 
250 

Asn Leu Thr Leu 
265 

Ala Pro Phe Pro 

Asp Arg Phe Ala 
300 

Ser Ser Thr Ser 
315 

Pro His Leu Lys 
330 

lie Ala Ser Gly 
345 

Asp Leu Ser Phe 

lie Ser Arg Asn 
380 

Arg Gly Tyr Val 
395 

Met Gin Leu Pro 
410 

Lys Gin lie Asp 
425 

lie Tyr Leu Ser 

Gin Ser Tyr Ala 
460 

Arg Ser Thr Asp 
475 

Thr Arg Pro Leu 
490 

Asp Leu Ser Leu 
505 

Asn Leu Pro Asp 

Gin Val Leu Ser 
540 

Leu Asp Leu Thr 
555 

Thr Glu Leu Ser 
570 

Tyr Phe Arg lie 
585 

Phe Thr Asn Leu 

Leu Thr Asp Lys 
620 

Phe Ser Gly Asn 
635 

Tyr lie Ser lie 
650 

Ser Leu Asn Arg 
665 

Pro Ala Ser Leu 
Phe Asn Trp Thr 
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Lys Leu Pro Ser 
240 

Lys Tyr lie Ser 
255 

Leu Asp Leu Ser 
270 

Cys Val Pro Cys 
285 

Phe Gin Asn Leu 

Leu Arg Lys lie 
320 

Val Leu Asp Leu 
335 

Ala Phe Leu Thr 
350 

Asn Tyr lie Lys 
365 

Phe Ser Lys Pro 

Phe Gin Glu Leu 
400 

Asn Leu Ser Thr 
415 

Phe Lys Leu Phe 
430 

Glu Asn Arg lie 
445 

Asn Ser Ser Ser 

Phe Glu Phe Asp 
480 

lie Lys Pro Gin 
495 

Asn Ser lie Phe 
510 

lie Ala Cys Leu 
525 

Gly Thr Glu Phe 

Asn Asn Arg Leu 
560 

Asp Leu Glu Val 
575 

Ala Gly Val Thr 
590 

Lys Val Leu Asn 
605 

Tyr Asn Leu Glu 

Arg Leu Asp lie 
640 

Phe Lys Gly Leu 
655 

Leu Lys His lie 
670 

Thr Glu Leu His 
685 

Leu Leu Gin Gin 



690 695 700 

Phe Pro Arg Leu Glu Leu Leu Asp Leu Arg Gly Asn Lys Leu Leu Phe 
705 710 715 720 

Leu Thr Asp Ser Leu Ser Asp Phe Thr Ser Ser Leu Arg Thr Leu Leu 

725 730 735 

Leu Ser His Asn Arg lie Ser His Leu Pro Ser Gly Phe Leu Ser Glu 

740 745 . 750 

Val Ser Ser Leu Lys His Leu Asp Leu Ser Ser Asn Leu Leu Lys Thr 

755 760 765 

lie Asn Lys Ser Ala Leu Glu Thr Lys Thr Thr Thr Lys Leu Ser Met 

770 775 780 

Leu Glu Leu His Gly Asn Pro Phe Glu Cys Thr Cys Asp lie Gly Asp 
785 790 795 800 

Phe Arg Arg Trp Met Asp Glu His Leu Asn Val Lys lie Pro Arg Leu 

805 810 815 

Val Asp Val lie Cys Ala Ser Pro Gly Asp Gin Arg Gly Lys Ser lie 

820 825 830 

Val Ser Leu Glu Leu Thr Thr Cys Val Ser Asp Val Thr Ala Val lie 

835 840 845 

Leu Phe Phe Phe Thr Phe Phe lie Thr Thr Met Val Met Leu Ala Ala 

850 855 860 

Leu Ala His His Leu Phe Tyr Trp Asp Val Trp Phe lie Tyr Asn Val 
865 870 875 880 

Cys Leu Ala Lys lie Lys Gly Tyr Arg Ser Leu Ser Thr Ser Gin Thr 

885 890 895 

Phe Tyr Asp Ala Tyr lie Ser Tyr Asp Thr Lys Asp Ala Ser Val Thr 

900 905 910 

Asp Trp Val lie Asn Glu Leu Arg Tyr His Leu Glu Glu Ser Arg Asp 

915 920 925 

Lys Asn Val Leu Leu Cys Leu Glu Glu Arg Asp Trp Asp Pro Gly Leu 

930 935 940 

Ala lie lie Asp Asn Leu Met Gin Ser lie Asn Gin Ser Lys Lys Thr 
945 950 955 960 

Val Phe Val Leu Thr Lys Lys Tyr Ala Lys Ser Trp Asn Phe Lys Thr 

965 970 975 

Ala Phe Tyr Leu Ala Leu Gin Arg Leu Met Asp Glu Asn Met Asp Val 

980 985 990 

lie lie Phe lie Leu Leu Glu Pro Val Leu Gin His Ser Gin Tyr Leu 

995 1000 1005 

Arg Leu Arg Gin Arg lie Cys Lys Ser Ser lie Leu Gin Trp Pro Asp 

1010 1015 1020 

Asn Pro Lys Ala Glu Gly Leu Phe Trp Gin Thr Leu Arg Asn Val Val 
1025 1030 1035 1040 

Leu Thr Glu Asn Asp Ser Arg Tyr Asn Asn Met Tyr Val Asp Ser lie 
1045 1050 1055 

Lys Gin Tyr 



<210> 188 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 188 

gagagaaaca aacgttttac cttc 24 
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cttcctctcc gaagccagga atctggtgca cctggatcta agtttcaaca caataaagat 2280 

gatcaataaa tcctccctgc aaaccaagat gaaaacgaac ttgtctattc tggagctaca 2340 

tgggaactat tttgactgca cgtgtgacat aagtgatttt cgaagctggc tagatgaaaa 2400 

tctgaatatc acaattccta aattggtaaa tgttatatgt tccaatcctg gggatcaaaa 2460 

atcaaagagt atcatgagcc tagatctcac gacttgtgta tcggatacca ctgcagctgt 2520 

cctgtttttc ctcacattcc ttaccacctc catggttatg ttggctgctc tggttcacca 2580 

cctgttttac tgggatgttt ggtttatcta tcacatgtgc tctgctaagt taaaaggcta 2640 

caggacttca tccacatccc aaactttcta tgatgcttat atttcttatg acaccaaaga 2700 

tgcatctgtt actgactggg taatcaatga actgcgctac caccttgaag agagtgaaga 2760 

caaaagtgtc ctcctttgtt tagaggagag ggattgggat ccaggattac ccatcattga 2820 

taacctcatg cagagcataa accagagcaa gaaaacaatc tttgttttaa ccaagaaata 2880 

tgccaagagc tggaacttta aaacagcttt ctacttggcc ttgcagaggc taatggatga 2940 

gaacatggat gtgattattt tcatcctcct ggaaccagtg ttacagtact cacagtacct 3000 

gaggcttcgg cagaggatct gtaagagctc catcctccag tggcccaaca atcccaaagc 3060 

agaaaacttg ttttggcaaa gtctgaaaaa tgtggtcttg actgaaaatg attcacggta 3120 

tgacgatttg tacattgatt ccattaggca atactagtga tgggaagtca cgactctgcc 3180 

atcataaaaa cacacagctt ctccttacaa tgaaccgaat 3220 

<210> 191 
<211> 3096 
<212> DNA 

<213> Mus musculus 



<220> 

<221> misc_feature 

<222> (0) ... (0) 

<223> Murine TLR8 ORF 



<400> 191 

atggaaaaca tgccccctca gtcatggatt ctgacgtgct tttgtctgct gtcctctgga 60 

accagtgcca tcttccataa agcgaactat tccagaagct atccttgtga cgagataagg 120 

cacaactccc ttgtgattgc agaatgcaac catcgtcaac tgcatgaagt tccccaaact 180 

ataggcaagt atgtgacaaa catagacttg tcagacaatg ccattacaca tataacgaaa 240 

gagtcctttc aaaagctgca aaacctcact aaaatcgatc tgaaccacaa tgccaaacaa 300 

cagcacccaa atgaaaataa aaatggtatg aatattacag aaggggcact tctcagccta 360 

agaaatctaa cagttttact gctggaagac aaccagttat atactatacc tgctgggttg 420 

cctgagtctt tgaaagaact tagcctaatt caaaacaata tatttcaggt aactaaaaac 480 

aacacttttg ggcttaggaa cttggaaaga ctctatttgg gctggaactg ctattttaaa 54 0 

tgtaatcaaa cctttaaggt agaagatggg gcatttaaaa atcttataca cttgaaggta 600 

ctctcattat ctttcaataa ccttttctat gtgcccccca aactaccaag ttctctaagg 660 

aaactttttc tgagtaatgc caaaatcatg aacatcactc aggaagactt caaaggactg 720 

gaaaatttaa cattactaga tctgagtgga aactgtccaa ggtgttacaa tgctccattt 780 

ccttgcacac cttgcaagga aaactcatcc atccacatac atcctctggc ttttcaaagt 840 

ctcacccaac ttctctatct aaacctttcc agcacttccc tcaggacgat tccttctacc 900 

tggtttgaaa atctgtcaaa tctgaaggaa ctccatcttg aattcaacta tttagttcaa 960 

gaaattgcct cgggggcatt tttaacaaaa ctacccagtt tacaaatcct tgatttgtcc 1020 

ttcaactttc aatataagga atatttacaa tttattaata tttcctcaaa tttctctaag 1080 

cttcgttctc tcaagaagtt gcacttaaga ggctatgtgt tccgagaact taaaaagaag 1140 

catttcgagc atctccagag tcttccaaac ttggcaacca tcaacttggg cattaacttt 1200 

attgagaaaa ttgatttcaa agctttccag aatttttcca aactcgacgt tatctattta 1260 

tcaggaaatc gcatagcatc tgtattagat ggtacagatt attcctcttg gcgaaatcgt 1320 

cttcggaaac ctctctcaac agacgatgat gagtttgatc cacacgtgaa tttttaccat 1380 

agcaccaaac ctttaataaa gccacagtgt actgcttatg gcaaggcctt ggatttaagt 1440 

ttgaacaata ttttcattat tgggaaaagc caatttgaag gttttcagga tatcgcctgc 1500 

ttaaatctgt ccttcaatgc caatactcaa gtgtttaatg gcacagaatt ctcctccatg 1560 

ccccacatta aatatttgga tttaaccaac aacagactag actttgatga taacaatgct 1620 

ttcagtgatc ttcacgatct agaagtgctg gacctgagcc acaatgcaca ctatttcagt 1680 

atagcagggg taacgcaccg tctaggattt atccagaact taataaacct cagggtgtta 1740 

aacctgagcc acaatggcat ttacaccctc acagaggaaa gtgagctgaa aagcatctca 1800 
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ctgaaagaat 
aaatactggt 
aaccttcaac 
cttatcagtg 
cttcacttgc 
tttgcacatt 
ggcttcctct 
atgatcaata 
catgggaact 
aatctgaata 
aaatcaaaga 
gtcctgtttt 
cacctgtttt 
tacaggactt 
gatgcatctg 
gacaaaagtg 
gataacctca 
tatgccaaga 
gagaacatgg 
ctgaggcttc 
gcagaaaact 
tatgacgatt 



tggttttcag 
ccatttttaa 
aaatcccaaa 
gtaacaaatt 
tggatttatc 
ccctggagac 
ccgaagccag 
aatcctccct 
attttgactg 
tcacaattcc 
gtatcatgag 
tcctcacatt 
actgggatgt 
catccacatc 
ttactgactg 
tcctcctttg 
tgcagagcat 
gctggaactt 
atgtgat tat 
ggcagaggat 
tgttttggca 
tgtacattga 



tggaaatcgt 
aagtctccag 
tggagcattc 
acgtttcttt 
gagaaatgag 
actgctactg 
gaatctggtg 
gcaaaccaag 
cacgtgtgac 
taaattggta 
cctagatctc 
ccttaccacc 
ttggtttatc 
ccaaactttc 
ggtaatcaat 
tttagaggag 
aaaccagagc 
taaaacagct 
tttcatcctc 
ctgtaagagc 
aagtctgaaa 
ttccattagg 



cttgaccatt 
aatttgatac 
ctcaatttgc 
aattggacat 
ctgtattttc 
agccataatc 
cacctggatc 
atgaaaacga 
ataagtgatt 
aatgttatat 
acgacttgtg 
tccatggtta 
tatcacatgt 
tatgatgctt 
gaactgcgct 
agggattggg 
aagaaaacaa 
ttctacttgg 
ctggaaccag 
tccatcctcc 
aatgtggtct 
caatac 



tgtggaatgc 
gcctggactt 
ctcagagcct 
tactccagta 
tacccaattg 
atttctctca 
taagtttcaa 
acttgtctat 
ttcgaagctg 
gttccaatcc 
tatcggatac 
tgttggctgc 
gctctgctaa 
atatttctta 
accaccttga 
atccaggatt 
tctttgtttt 
ccttgcagag 
tgttacagta 
agtggcccaa 
tgactgaaaa 



aaatgatggc 
atcatacaat 
ccaagagtta 
ttttcctcac 
cctatctaag 
cctaccctct 
cacaataaag 
tctggagcta 
gctagatgaa 
tggggatcaa 
cactgcagct 
tctggttcac 
gttaaaaggc 
tgacaccaaa 
agagagtgaa 
acccatcatt 
aaccaagaaa 
gctaatggat 
ctcacagtac 
caatcccaaa 
tgattcacgg 



1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3096 



<210> 192 

<211> 1032 

<212> PRT 

<213> Mus musculus 



<400> 192 



Met 


Glu 


Asn 


Met 


Pro 


Pro 


Gin 


Ser 


Trp 


He 


Leu 


Thr 


Cys 


Phe 


Cys 


Leu 


1 








5 










10 










15 




Leu 


Ser 


Ser 


Gly 


Thr 


Ser 


Ala 


He 


Phe 


His 


Lys 


Ala 


Asn 


Tyr 


Ser 


Arg 








20 










25 










30 






Ser 


Tyr 


Pro 


Cys 


Asp 


Glu 


He 


Arg 


His 


Asn 


Ser 


Leu 


Val 


He 


Ala 


Glu 






35 










40 










45 








Cys 


Asn 


His 


Arg 


Gin 


Leu 


His 


Glu 


Val 


Pro 


Gin 


Thr 


He 


Gly 


Lys 


Tyr 




50 










55 










60 










Val 


Thr 


Asn 


He 


Asp 


Leu 


Ser 


Asp 


Asn 


Ala 


He 


Thr 


His 


He 


Thr 


Lys 


65 










70 










75 










80 


Glu 


Ser 


Phe 


Gin 


Lys 


Leu 


Gin 


Asn 


Leu 


Thr 


Lys 


He 


Asp 


Leu 


Asn 


His 










85 










90 










95 




Asn 


Ala 


Lys 


Gin 


Gin 


His 


Pro 


Asn 


Glu 


Asn 


Lys 


Asn 


Gly 


Met 


Asn 


He 








100 










105 










110 






Thr 


Glu 


Gly 


Ala 


Leu 


Leu 


Ser 


Leu 


Arg 


Asn 


Leu 


Thr 


Val 


Leu 


Leu 


Leu 






115 










120 










125 








Glu 


Asp 


Asn 


Gin 


Leu 


Tyr 


Thr 


He 


Pro 


Ala 


Gly 


Leu 


Pro 


Glu 


Ser 


Leu 




130 










135 










140 










Lys 


Glu 


Leu 


Ser 


Leu 


He 


Gin 


Asn 


Asn 


He 


Phe 


Gin 


Val 


Thr 


Lys 


Asn 


145 










150 










155 










160 


Asn 


Thr 


Phe 


Gly 


Leu 


Arg 


Asn 


Leu 


Glu 


Arg 


Leu 


Tyr 


Leu 


Gly 


Trp 


Asn 










165 










170 










175 




Cys 


Tyr 


Phe 


Lys 


Cys 


Asn 


Gin 


Thr 


Phe 


Lys 


Val 


Glu 


Asp 


Gly 


Ala 


Phe 








180 










185 










190 






Lys 


Asn 


Leu 


He 


His 


Leu 


Lys 


Val 


Leu 


Ser 


Leu 


Ser 


Phe 


Asn 


Asn 


Leu 




195 










200 










205 








Phe 


Tyr 


Val 


Pro 


Pro 


Lys 


Leu 


Pro 


Ser 


Ser 


Leu 


Arg 


Lys 


Leu 


Phe 


Leu 




210 










215 










220 










Ser 


Asn 


Ala 


Lys 


He 


Met 


Asn 


He 


Thr 


Gin 


Glu 


Asp 


Phe 


Lys 


Gly 


Leu 


225 










230 










235 










240 
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Glu Asn Leu Thr 

Asn Ala Pro Phe 
260 

lie His Pro Leu 
275 

Leu Ser Ser Thr 
290 

Leu Ser Asn Leu 
305 

Glu lie Ala Ser 

Leu Asp Leu Ser 
340 

Asn lie Ser Ser 
355 

Leu Arg Gly Tyr 
370 

Leu Gin Ser Leu 
385 

lie Glu Lys lie 

Val lie Tyr Leu 
420 

Asp Tyr Ser Ser 
435 

Asp Asp Glu Phe 
450 

Leu lie Lys Pro 
465 

Leu Asn Asn lie 

Asp lie Ala Cys 
500 

Asn Gly Thr Glu 
515 

Thr Asn Asn Arg 
530 

- His Asp Leu Glu 
545 

lie Ala Gly Val 

Leu Arg Val Leu 
580 

Glu Ser Glu Leu 
595 

Asn Arg Leu Asp 
610 

lie Phe Lys Ser 
625 

Asn Leu Gin Gin 

Leu Gin Glu Leu 
660 

Thr Leu Leu Gin 
675 

Asn Glu Leu Tyr 
690 

Leu Glu Thr Leu 



Leu Leu Asp Leu 
245 

Pro Cys Thr Pro 

Ala Phe Gin Ser 
280 

Ser Leu Arg Thr 
295 

Lys Glu Leu His 
310 

Gly Ala Phe Leu 
325 

Phe Asn Phe Gin 

Asn Phe Ser Lys 
360 

Val Phe Arg Glu 
375 

Pro Asn Leu Ala 
390 

Asp Phe Lys Ala 
405 

Ser Gly Asn Arg 

Trp Arg Asn Arg 
440 

Asp Pro His Val 
455 

Gin Cys Thr Ala 
470 

Phe lie lie Gly 
485 

Leu Asn Leu Ser 

Phe Ser Ser Met 
520 

Leu Asp Phe Asp 
535 

Val Leu Asp Leu 
550 

Thr His Arg Leu 
565 

Asn Leu Ser His 

Lys Ser lie Ser 
600 

His Leu Trp Asn 
615 

Leu Gin Asn Leu 
630 

lie Pro Asn Gly 
645 

Leu lie Ser Gly 

Tyr Phe Pro His 
680 

Phe Leu Pro Asn 
695 

Leu Leu Ser His 



Ser Gly Asn Cys 
250 

Cys Lys Glu Asn 
265 

Leu Thr Gin Leu 

lie Pro Ser Thr 
300 

Leu Glu Phe Asn 
315 

Thr Lys Leu Pro 
330 

Tyr Lys Glu Tyr 
345 

Leu A.rg Ser Leu 

Leu Lys Lys Lys 
380 

Thr lie Asn Leu 
395 

Phe Gin Asn Phe 
410 

lie Ala Ser Val 
425 

Leu Arg Lys Pro 

Asn Phe Tyr His 
460 

Tyr Gly Lys Ala 
475 

Lys Ser Gin Phe 
490 

Phe Asn Ala Asn 
505 

Pro His lie Lys 

Asp Asn Asn Ala 
540 

Ser His Asn Ala 
555 

Gly Phe lie Gin 
570 

Asn Gly lie Tyr 
585 

Leu Lys Glu Leu 

Ala Asn Asp Gly 
620 

lie Arg Leu Asp 
635 

Ala Phe Leu Asn 
650 

Asn Lys Leu Arg 
665 

Leu His Leu Leu 

Cys Leu Ser Lys 
700 

Asn His Phe Ser 



Pro Arg Cys Tyr 
255 

Ser Ser lie His 
270 

Leu Tyr Leu Asn 
285 

Trp Phe Glu Asn 

Tyr Leu Val Gin 
320 

Ser Leu Gin lie 
335 

Leu Gin Phe lie 
350 

Lys Lys Leu His 
365 

His Phe Glu His 

Gly lie Asn Phe 
400 

Ser Lys Leu Asp 
415 

Leu Asp Gly Thr 
430 

Leu Ser Thr Asp 
445 

Ser Thr Lys Pro 

Leu Asp Leu Ser 
480 

Glu Gly Phe Gin 
495 

Thr Gin Val Phe 
510 

Tyr Leu Asp Leu 
525 

Phe Ser Asp Leu 

His Tyr Phe Ser 
560 

Asn Leu lie Asn 
575 

Thr Leu Thr Glu 
590 

Val Phe Ser Gly 
605 

Lys Tyr Trp Ser 

Leu Ser Tyr Asn 
640 

Leu Pro Gin Ser 
655 

Phe Phe Asn Trp 
670 

Asp Leu Ser Arg 
685 

Phe Ala His Ser 
His Leu Pro Ser 



705 710 715 720 

Gly Phe Leu Ser Glu Ala Arg Asn Leu Val His Leu Asp Leu Ser Phe 

725 730 735 

Asn Thr lie Lys Met lie Asn Lys Ser Ser Leu Gin Thr Lys Met Lys 

740 745 750 

Thr Asn Leu Ser lie Leu Glu Leu His Gly Asn Tyr Phe Asp Cys Thr 

755 760 765 

Cys Asp lie Ser Asp Phe Arg Ser Trp Leu Asp Glu Asn Leu Asn lie 

770 775 780 

Thr lie Pro Lys Leu Val Asn Val lie Cys Ser Asn Pro Gly Asp Gin 
785 790 795 800 

Lys Ser Lys Ser lie Met Ser Leu Asp Leu Thr Thr Cys Val Ser Asp 

805 810 815 

Thr Thr Ala Ala Val Leu Phe Phe Leu Thr Phe Leu Thr Thr Ser Met 

820 825 830 

Val Met Leu Ala Ala Leu Val His His Leu Phe Tyr Trp Asp Val Trp 

835 840 845 

Phe lie Tyr His Met Cys Ser Ala Lys Leu Lys Gly Tyr Arg Thr Ser 

850 855 860 

Ser Thr Ser Gin Thr Phe Tyr Asp Ala Tyr lie Ser Tyr Asp Thr Lys 
865 870 875 880 

Asp Ala Ser Val Thr Asp Trp Val lie Asn Glu Leu Arg Tyr His Leu 

885 890 895 

Glu Glu Ser Glu Asp Lys Ser Val Leu Leu Cys Leu Glu Glu Arg Asp 

900 > 905 910 

Trp Asp Pro Gly Leu Pro lie lie Asp Asn Leu Met Gin Ser lie Asn 

915 920 925 

Gin Ser Lys Lys Thr lie Phe Val Leu Thr Lys Lys Tyr Ala Lys Ser 

930 935 940 

Trp Asn Phe Lys Thr Ala Phe Tyr Leu Ala Leu Gin Arg Leu Met Asp 
945 950 955 960 

Glu Asn Met Asp Val lie lie Phe lie Leu Leu Glu Pro Val Leu Gin 

965 970 975 

Tyr Ser Gin Tyr Leu Arg Leu Arg Gin Arg lie Cys Lys Ser Ser lie 

98C 985 990 

Leu Gin Trp Pro Asn Asn Pro Lys Ala Glu Asn Leu Phe Trp Gin Ser 

995 1000 1005 

Leu Lys Asn Val Val Leu Thr Glu Asn Asp Ser Arg Tyr Asp Asp Leu 

1010 1015 1020 

Tyr lie Asp Ser lie Arg Gin Tyr 
1025 1030 

<210> 193 
<211> 185 
<212> PRT 

<213> Mus musculus 
<400> 193 

Asn His Phe Ser His Leu Pro Ser Gly Phe Leu Ser Glu Ala Arg Asn 

15 10 15 

Leu Val His Leu Asp Leu Ser Phe Asn Thr lie Lys Met lie Asn Lys 

20 25 30 

Ser Ser Leu Gin Thr Lys Met Lys Thr Asn Leu Ser lie Leu Glu Leu 

35 40 45 

His Gly Asn Tyr Phe Asp Cys Thr Cys Asp lie Ser Asp Phe Arg Ser 

50 55 60 

Trp Leu Asp Glu Asn Leu Asn lie Thr lie Pro Lys Leu Val Asn Val 
65 70 75 80 

lie Cys Ser Asn Pro Gly Asp Gin Lys Ser Lys Ser lie Met Ser Leu 
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85 










90 










95 




Asp 


Leu 


Thr 


Thr 


Cys 


Val 


Ser 


Asp 


Thr 


Thr 


Ala 


Ala 

Aia 


vai 


Leu 


rile 


fne 








100 










105 










110 






Leu 


Thr 


Phe 


Leu 


Thr 


Thr 


Ser 


Met 


val 


Met 


Leu 


Ala 

Ala 


Aid 


Leu 


v ai 


ril S 






115 










12 0 










12 5 








His 


Leu 


Phe 


Tyr 


Trp 


Asp 


v a x 


Trp 


i-rie 


T 1 0 

i _Le 


Tyr 


nio 




Cys 


Ser 


rt. J. ct 




130 










135 










140 










Lys 


Leu 


Lys 


Gly 


Tyr 


Arg 


Thr 


Ser 


Ser 


Thr 


Ser 


Gin 


Thr 


Phe 


Tyr 


Asp 


145 










150 










155 










160 


Ala 


Tyr 


He 


Ser 


Tyr 


Asp 


Thr 


Lys 


Asp 


Ala 


Ser 


Val 


Thr 


Asp 


Trp 


Val 










165 










170 










175 




He 


Asn 


Glu 


Leu 


Arg 


Tyr 


His 


Leu 


Glu 

















180 185 



<210> 194 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 194 

atagaattca ataatgggtt tctgccgcag cgccct 

<210> 195 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 195 
atatctagat ccaggcagag gcgcaggtc 

<210> 196 
<211> 16 
<212> PRT 
<213> Unknown 



<220> 

<22 3> Unknown 



<400> 196 

Gly Asn Cys Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Xaa Cys 
15 10 15 



<210> 197 
<211> 16 
<212> PRT 

<213> Homo sapiens 



<400> 197 

Gly Asn Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met Glu Cys 
15 10 15 



<210> 198 
<211> 16 



<212> PRT 

<213> Mus musculus 



<400> 198 

Gly Asn Cys Arg Arg Cys Asp His Ala Pro Asn Pro Cys Met lie Cys 
1 5 10 15 

<210> 199 
<211> 16 
<212> PRT 

<213> Homo sapiens 



<400> 199 

Gly Asn Cys Pro Arg Cys Tyr Asn Ala Pro Phe Pro Cys Ala Pro Cys 
1 5 10 15 



<210> 200 

<211> 16 

<212> PRT 

<213> Mus musculus 



<400> 200 

Gly Asn Cys Pro Arg Cys Tyr Asn Val Pro Tyr Pro Cys Thr Pro Cys 
15 10 15 



<210> 201 
<211> 16 
<212> PRT 

<213> Homo sapiens 



<400> 201 

Gly Asn Cys Pro Arg Cys Phe Asn Ala Pro Phe Pro Cys Val Pro Cys 
15 10 15 



<210> 202 

<211> 16 

<212> PRT 

<213> Mus 



musculus 



<400> 202 

Gly Asn Cys Pro Arg Cys Tyr Asn Ala Pro Phe Pro Cys Thr Pro Cys 
15 10 15 



<210> 203 
<211> 31 
<212> PRT 

<213> Homo sapiens 



<400> 203 

Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Leu Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Lys Leu Xaa Xaa Xaa Xaa Xaa Xaa Ser 
20 25 30 



<210> 204 
<211> 31 
<212> PRT 

<213> Mus musculus 
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<400> 204 

Arg Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Leu Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Ser Leu Xaa Xaa Xaa Xaa Xaa Xaa Ser 
20 25 30 

<210> 205 
<211> 31 
<212> PRT 

<213> Homo sapiens 
<400> 205 

Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Asp Xaa Xaa Xaa 

15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Asp Leu Xaa Xaa Xaa Xaa Xaa Xaa Tyr 
20 25 30 

<210> 206 
<211> 31 
<212> PRT 

<213> Mus musculus 
<400> 206 

Lys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Xaa Asp Xaa Asp Xaa Xaa Xaa 

1 5 .10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Asp Leu Xaa Xaa Xaa Xaa Xaa Xaa His 
20 25 30 

<210> 207 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<22 1> modif ied_base 
<222> (8) ... (8) 
<223> m5c 

<400> 207 

tccatgacgt tcctgatgct 20 

<210> 208 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 208 

ctcctccacc agacctcttg attcc 25 

<210> 209 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Synthetic oligonucleotide 



<400> 209 
caaggcatgt cctaggtggt gacattc 



<210> 210 

<211> 31 

<212> PRT 

<213> Homo sapiens 



<400> 210 

Gin Val Leu Asp Leu Ser Arg Asn Lys Leu Asp Leu Tyr His Glu His 

15 10 15 

Ser Phe Thr Glu Leu Pro Arg Leu Glu Ala Leu Asp Leu Ser Tyr 
20 25 30 



<210> 211 

<211> 31 

<212> PRT 

<213> Mus 



musculus 



<400> 211 
Gin Val Leu Asp Leu Ser His Asn 

1 5 
Ser Phe Ser Glu Leu Pro Gin Leu 
20 



Lys Leu Asp Leu Tyr His Trp Lys 

10 15 
Gin Ala Leu Asp Leu Ser Tyr 
25 30 



<210> 212 

<211> 31 

<212> PRT 

<213> Homo sapiens 



<400> 212 

Arg Tyr Leu Asp Phe Ser Asn Asn Arg Leu Asp Leu Leu His Ser Thr 

15 10 15 

Ala Phe Glu Glu Leu His Lys Leu Glu Val Leu Asp lie Ser Ser 
20 25 30 



<210> 213 
<211> 31 
<212> PRT 
<213> Mus 



musculus 



<400> 213 

Arg Tyr Leu Asp Phe Ser Asn Asn Arg Leu Asp Leu Leu Tyr Ser Thr 

15 10 15 

Ala Phe Glu Glu Leu Gin Ser Leu Glu Val Leu Asp Leu Ser Ser 
20 25 30 



<210> 214 

<211> 31 

<212> PRT 

<213> Homo sapiens 



<400> 214 

Lys Tyr Leu Asp Leu Thr Asn Asn Arg Leu Asp Phe Asp Asn Ala Ser 

15 10 15 

Ala Leu Thr Glu Leu Ser Asp Leu Glu Val Leu Asp Leu Ser Tyr 



20 



25 



30 



<210> 215 
<211> 31 
<212> PRT 

<213> Mus musculus 
<400> 215 

Lys Tyr Leu Asp Leu Thr Asn Asn Arg Leu Asp Phe Asp Asp Asn Asn 

1 5 10 15 

Ala Phe Ser Asp Leu His Asp Leu Glu Val Leu Asp Leu Ser His 
20 25 30 

<210> 216 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 216 

tatggatcct cttgtgacaa aactcacaca tgc 33 

<210> 217 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 217 

ataaagcttt catttacccg gagacaggga gag 33 

<210> 218 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 218 

tatgaattcc caccatgggt ttctgccgca g 31 

<210> 219 
<211> 59 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 219 

ataggatccc cggggcacca ggccgccgcc gcggccgccg gagagggcct catccaggc 59 

<210> 220 
<211> 17 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligopeptide 
<400> 220 

Asp Glu Ala Leu Ser Gly Gly Arg Gly Gly Gly Leu Val Pro Arg Gly 

15 10 15 

Ser 



<210 


> 


221 


<211 


> 


35 


<212 


> 


DNA 


<213 


> 


Art; 



<220> 

<223> Synthetic oligonucleotide 
<400> 221 

tatatgcggc cgcccaccat ggttctccgt cgaag 3 5 

<210> 222 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 222 

tatatgcggc cgccagagag gacctcatcc aggc 34 

<210> 223 
<211> 41 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 223 

tatatgcggc cgcccaccat ggtgttttcg atgtggacac g 41 

<210> 224 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 224 

tatatgcggc cgccatctaa ctcacacgta tacagatc 38 

<210> 225 
<211> 42 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 225 

tatatgcggc cgcccaccat ggtgtttcca atgtggacac 

<210> 226 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 
<400> 226 

tatatgcggc cgccatctaa ctcacaggtg tacagatc 

<210> 227 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 227 

tatatgcggc cgcccaccat ggaaaacatg ccccctcag 

<210> 228 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 228 

tatatgcggc cgccatccga tacacaagtc gtgagatc 

<210> 229 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 

<400> 229 

tatatgcggc cgcccaccat ggaaaacatg ttccttcagt 

<210> 230 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide 



<400> 230 

tatatgcggc cgccatctga aacacaagtt gttagctc 
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